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Craniata; Vertebrata; Euteleostomi ; 
Catarrhini; Hominidae; Homo. 



HSJ1077I2 107057 bp DNA linear PRI 25-OCT-2002 

Human DNA sequence from clone RP5-1077I2 on chromosome 20 Contains 
the 3' end of the SPTLC2L gene for serine palmitoyltransferase long 
chain base subunit 2-like (aminotransferase 2), the 5' end of 
C20orf82 gene for a novel protein, part of 2 novel genes and a 
putative CpG island, complete sequence. 
AL050320 

AL05032 0 . 19 GI : 7263998 

HTG; aminotransferase; CpG island; serine palmotyltransf erase ; 
SPTLC2L. 

Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; Chordata; 
Mammalia; Eutheria; Primates; 
1 (bases 1 to 107057) 
Smith, M. 

Direct Submission 

Submitted (22 -OCT-2002) Wellcome Trust Sanger Institute, Hinxton, 
Cambridgeshire, CBIO ISA, UK. E-mail enquiries: 

humquery@sanger.ac.uk Clone requests: clonerequest@sanger.ac.uk 
On Mar 19, 2000 this sequence version replaced gi : 6523711 '. 
During sequence assembly data is compared from overlapping clones. 
Where differences are found these are annotated as variations 
together with a note of the overlapping clone name. Note that the 
variation annotation may not be found in the sequence submission 
corresponding to the overlapping clone, as we submit sequences with 
only a small overlap as described above. 

The following abbreviations are used to associate primary accession 
numbers given in the feature table with their source databases: 
Em:, EMBL; Sw : , SWISSPROT; Tr : , TREMBL; Wp : , WORMPEP; Information 
on the WORMPEP database can be found at 

ht tp : / /w ww . Sanger . ac . uk/Pro j ect s/C elegans/wormpep This sequence 
was generated from part of bacterial clone contigs of human 
chromosome 20, constructed by the Sanger Centre Chromosome 2 0 
Mapping Group. Further information can be found at 
ht tp : / /www . Sanger . ac . uk/HGP/Chr2 0 

This sequence was finished as follows unless otherwise noted: all 
regions were either double -stranded or sequenced with an alternate 
chemistry or covered by high quality data (i.e., phred quality >= 
30); an attempt was made to resolve all sequencing problems, such 
as compressions and repeats; all regions were covered by at least 
one plasmid subclone or more than one M13 subclone; and the 
assembly was confirmed by restriction digest. RP5-1077I2 is from 
the library RPCI-5 constructed by the group of Pieter de Jong. For 
further details see 

ht tp : / / www . chor i . org/bacpac/home . htm 
VECTOR: pCyPAC2 

Genome Center 

Center: Wellcome Trust Sanger Institute 
Center code: SC 

Web site: http : //www . sanger .ac.uk 



1 of 46 



1 1/7/03 2:04 PM 



NCBI Sequence Viewer 



\v0^si\vyg://31/http://ww\v.ncbi.nlnxnih.gov.,.7263998&dopt=GenBank&terr^ 



Contact : humquery@sanger .ac.uk 



IMPORTANT: This sequence is not the entire insert of clone 
RP5 -107712 It may be shorter because we sequence overlapping 
sections only once, except for a short overlap. 

right end of clone RP5-1077I2 is at 107057 in this 
The true right end of clone RP4-718P11 is at 100 in this 



The true 
sequence 
sequence 
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source 
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CDS 



polyA signal 
polyA site 
repeat region 
repeat region 
repeat region 
repeat region 
repeat region 
repeat region 
misc feature 



2 (serine palmitoyltransferase, long 
2 -like (aminotransferase 2) , variant 



Location/Qualif iers 
1. .107057 

/organism="Homo sapiens" 
■/mol_type=" genomic DNA" 
/db_xref ="taxon: 9606" 
/chromosome="2 0 " 
/clone="RP5-1077I2" 
/ c lone_l ib= " RPC I - 5 " 
complement (64 . . 135) 

/note="L3b repeat: matches 1389.. 1462 of consensus" 
complement (164 . .264) 

/note=:"MIR repeat: matches 54.. 149 of consensus" 
complement (274 . .490) 

/note="LlPA4 repeat: matches 5942.. 6155 of consensus" 
277 . .290 

/note="4.7 copies 3 mer TTA 21% conserved" 
730 . . 844 
/gene="SPTLC2L" 
<730. .844 
/gene="SPTLC2L" 
/product="dJ1077I2 
chain base subunit 
1) " 

/note= "continued from dJ718Pll.l.l in Em:AL109983 

match: ESTs: Em:BQ011413" 

/ evidence=not_experimental 

<730. .756 

/gene="SPTLC2L" 

/note="continued from dJ718Pll.l.l in Em:AL109983" 

/codon_start=l 

/evidence=not_experimental 

/product="dJ1077I2 .2 (serine palmitoyltransferase, long 
chain base subunit 2-like (aminotransferase 2), variant 
1) " 

/protein_id= " CAD54807.1 " 
/db_xref="GI : 244 12822" 
/ db_xre f = " GOA : Q8 1 V8 7 " 
/db_xref = " SPTREMBL : Q8 IV8 7 " 
/ translat ion= " VICCVMKI " 
824 . . 829 
/gene="SPTLC2L" 
844 

/gene="SPTLC2L" 
884. .896 

/note="2.6 copies 5 mer AAAAT 2 6% conseirved" 
992 . . 1002 

/note="2.2 copies 5 mer TTCTT 22% conserved" 
1473 . . 1494 

/note="11.0 copies 2 mer AC 44% conserved" 
1569.. 1580 

/note="2.0 copies 6 mer CAAATG 24% conserved" 
1871.. 1883 

/note="2.2 copies 6 mer 
complement (2399 . . 2464) 
/note="MER5A repeat: matches 
2513 . .2619 

/note="match: STS : Em:Z94369" 



TTTTCC 2 6% conserved" 

41.. 105 of consensus" 
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misc feature 
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repeat region 
repeat region 
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2665. .2674 

/note="2.5 copies 4 mer GATG 20% conserved" 
3122 . .3136 

/note="3.8 copies 4 mer TCTT 21% conserved" 
3368. .3378 

/note="2.2 copies 5 mer ACAAA 2 2% conserved" 
3615. .3649 

/note="2.7 copies 13 mer TTCATGATTTTAA 70% conserved" 
3833. .3848 

/note="8.0 copies 2 mer CA 23% conserved" 
3889. .3898 

/note="2.5 copies 4 mer TGGT 20% conserved" 
4108 . .4247 

/note="MER5A repeat: matches 44 . . 184 of consensus" 
4367. .4377 

/note="2.2 copies 5 mer CTTCT 22% conserved" 
complement (44 88 . .5147) 
/note="match: GSS : Em:AQ262066" 
' 4535. .4556 

/note="5.5 copies 4 mer TCTT 35% conserved" 
complement (4541 . .4855) 

/note="AluSp repeat: matches 1..313 of consensus" 
4554 . .4570 

/note="17.0 copies 1 mer T 34% conserved" 
4637. .4648 

/note="2.0 copies 6 mer ACCTCC 24% conserved" 
5056 . .5066 

/note="3.7 copies 3 mer GAT 22% conserved" 
5325. .5364 

/note="20.0 copies 2 mer TG 44% conserved" 
5450. .5460 

/note="2.8 copies 4 mer AAAT 22% conserved" 
complement (5498 . . 5566) 

/note="LTR16A repeat: matches 382.. 444 of consensus" 
complement (5567 . . 5760) 

/note="MER63A repeat: matches 1..209 of consensus" 
complement (5761. .6016) 

/n6te="LTR16A repeat: matches 95.. 382 of consensus" 
complement (6066. .6288) 

/note="LlMC5 repeat: matches 7695.. 7923 of consensus" 
7638 . .8163 

/note="match: GSS: Em:B52469" 
8095.. 8512 

/note="HALl repeat: matches 827.. 1248 of consensus" 
8095. . 8108 

/note="2.3 copies 6 mer AATAGA 2 8% conserved" 
8328. .8341 

/note="2.0 copies 7 mer TAAAT^T 28% conserved" 
complement (8732. .8854) 

/note="LlME repeat: matches 5436.. 5565 of consensus" 
8803. .8817 

/note="5.0 copies 3 mer TAT 21% conserved" 
8892.. 8902 

/note="5.5 copies 2 mer AT 22% conserved" 
8970. .9267 

/note="HALl repeat: matches 1507.. 1818 of consensus" 
complement (9338 . .9408) 

/note="MLTlJ2 repeat: matches 252.. 323 of consensus" 
10186. .10197 

/note="2.0 copies 6 mer TTTCAC 24% conserved" 
10789. . 11086 

/note="AluJb repeat: matches 1..297 of consensus" 
11073.. 11086 

/note="14.0 copies 1 mer A 28% conserved" 
11170. .11523 
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/note="THElB repeat: matches 1..364 of consensus" 
repeat region 11576.. 11800 

/note="LlMEd repeat: matches 2.. 249 of consensus" 
repeat region 11887.. 12242 

/note="LlMEd repeat: matches 363.. 751 of consensus" 
misc feature complement (11947 . .12544) 

/note="match: STS : Em:AL110056" 
repeat region 12237.. 12248 

/note="2.0 copies 6 mer AGTAGA 24% conserved" 
repeat region 12365.. 12537 

/note="LlMEd repeat: matches 904.. 1084 of consensus" 
repeat region complement (12529 . .13073) 

/note="LlMA5A repeat: matches 3652 .. 4242 of consensus" 
repeat region 13076. .13330 

/note="LlMA5A repeat: matches 4230.. 4483 of consensus" 
repeat region 13331.. 13638 

/note="AluSx repeat: matches 1..307 of consensus" 
repeat region 13614.. 13629 

/note="16.0 copies 1 mer A 23% conserved" 
repeat region 13639.. 15441 

/note="LlMA5A repeat: matches 4483.-6294 of consensus" 
repeat region 14424.. 14447 

/note="8.0 copies 3 mer CAA 3 9% conserved" 
repeat region 14490.. 14500 

/note="2.8 copies 4 mer ACAT 22% conserved" 
repeat region 15063.. 15077 

/note="15.0 copies 1 mer A 30% conserved" 
repeat region 15091., 15105 

/note="2.1 copies 7 mer AAGTAAA 30% conserved" 
repeat region 15169.. 15208 

/note="2.2 copies 18 mer GATACAAAATTACAGCTA 80% conserved" 
repeat region 15256.. 15266 

/note="3.7 copies 3 mer TAA 22% conserved" 
repeat region 15437.. 15453 

/note="2.8 copies 6 mer AAAAAT 25% conserved" 
repeat region 15775.. 15813 

/note="19.5 copies 2 mer TG 69% conserved" 
repeat region 16015.. 16037 

/note="1.9 copies 12 mer TGAGAGGCCTCT 37% conserved" 
misc feature complement (16370 .. 16537) 

/note="match: GSS: Em:AQ044245" 
repeat region 16866.. 16878 

/note="2.6 copies 5 mer TTCCC 26% conserved" 
repeat region 17442.. 17817 

/note="LTR16C repeat: matches 85.. 489 of consensus" 
repeat region 17825.. 17836 

/note="2.4 copies 5 mer TCTTT 24% conserved" 
repeat region 18048.. 18267 

/note="MIR repeat: matches 12.. 247 of consensus" 
misc feature 18343.. 18706 

/note="match: GSS: Em:AQ099012" 
repeat region 18517.. 18616 

/note="L2 repeat: matches 2932.. 3031 of consensus" 
repeat region 18534.. 18544 

/note="3.7 copies 3 mer TTC 22% conserved" 
repeat region 18699.. 18714 

/note="3.2 copies 5 mer TGCAT 23% conserved" 
repeat region 19041.. 19141 

/note="L2 repeat: matches 3199.. 3312 of consensus" 
repeat region 19147.. 19156 

/note="2.5 copies 4 mer AAAT 20% conserved" 
repeat region 19309.. 19810 

/note="MLTlH repeat: matches 19.. 549 of consensus" 
repeat region 19673.. 19682 

/note="2.5 copies 4 mer CCAT 20% conserved" 
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repeat region 20051.. 20064 

/note="2.0 copies 7 mer AACAATG 28% conserved" 
repeat region 20123.. 20430 

/note="AluY repeat: matches 3.. 310 of consensus" 
repeat region 20402.. 20418 

/note="17.0 copies 1 mer A 34% conserved" 
repeat region 20416.. 20431 

/note="4.0 copies 4 mer AAAG 32% conserved" 
repeat region 20437.. 20454 

/note="2.2 copies 8 mer TAGTGTGG 36% conserved" 
repeat region complement (20475 .. 20589) 

/note="L2 repeat: matches 3197.. 3310 of consensus" 
repeat region 20658.. 20667 

/note="3.3 copies 3 mer ATG 20% conserved" 
repeat region 20704.. 20714 

/note="2.2 copies 5 mer ATTGT 22% conserved" 
repeat region 20893.. 20904 

/note="2.0 copies 6 mer TCACAA 24% conserved" 
repeat region 21003.. 21054 

/note="MLTlH repeat: matches 107.. 157 of consensus" 
repeat region 21187.. 21290 

/note="MLTlF repeat: matches 414.. 503 of consensus" 
repeat region 21404.. 21570 

/note="LlMC/D repeat: matches 5265.. 5449 of consensus" 
repeat region 21450.. 21460 

/note="2.8 copies 4 mer AATA 22% conserved" 
repeat region 22192. .22765 

/note="LlMCc repeat: matches -514.. 418 of consensus" 
repeat region 22348.. 22368 

/note="2.1 copies 10 mer GGGCATCCAG 42% conserved" 
repeat region 22595.. 22606 

/note="2.0 copies 6 mer CTGGCT 24% conserved" 
repeat region 22884.. 23840 

/note="LlMCc repeat: matches 435.. 1471 of consensus" 
repeat region 23773. .23786 

/note="4.7 copies 3 mer AAC 28% conserved" 
repeat region 23789.. 23798 

/note="10.0 copies 1 mer A 20% conserved" 
repeat region 23841.. 24130 

/note="AluSc repeat: matches 1..304 of consensus" 
repeat region 24106.. 24130 

/note="25.0 copies 1 mer A 50% conserved" 
repeat region 24131,. 24246 

/note="LlMCc repeat: matches 1471.. 1579 of consensus" 
repeat region 24187,. 24198 

/note="2.0 copies 6 mer AAGGAT 24% conserved" 
repeat region 24247.. 24456 

/note="MSTD repeat: matches 1..213 of consensus" 
repeat region 24309.. 24327 

/note="9.5 copies 2 mer TA 2 9% conserved" 
repeat region 24461.. 25134 

/note="LlMA5 repeat: matches 4023.. 4699 of consensus" 
repeat region 24510., 24519 

/note="3.3 copies 3 mer AAG 2 0% conserved" 
repeat region 24696.. 24706 

/note-"2.8 copies 4 mer AATA 22% conserved" 
repeat region 25135.. 25562 

/note="MER57B repeat: matches 1..434 of consensus" 
repeat region 25563.. 26664 

/note="LlPA17 repeat: matches 5026.. 6150 of consensus" 
repeat region 25642., 25656 

/note="2.5 copies 6 mer CAAT^G 21% conserved" 
repeat region 25957.. 25967 

/note="2.2 copies 5 mer CAAAA 22% conserved" 
repeat region 26656. .26667 
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/note="2.4 copies 5 mer AAAAG 24% conserved" 
repeat region 26665.. 28260 

/note="LlMA5 repeat: matches 4697.. 6294 of consensus" 
repeat region 27145.. 27155 

/note="2.8 copies 4 mer AACC 22% conserved" 
repeat region 27321.. 27335 

/note="15.0 copies 1 mer A 21% conserved" 
repeat region 27537.. 27547 

/note="2.2 copies 5 mer AAAAC 22% conserved" 
repeat region 27622.. 27634 

/note="2.6 copies 5 mer AAAGG 26% conserved" 
repeat region 27794., 27809 

/note="2.0 copies 8 mer ATTTCTGC 25% conserved" 
repeat region 27920.. 27937 

/note="3.0 copies 6 mer TAGAAG 27% conserved" 
repeat region 27966.. 27978 

/note="2.6 copies 5 mer AGAGG 26% conserved" 
repeat region 28103.. 28112 

/note="2.5 copies 4 mer AAGA 20% conserved" 
repeat region 28280.. 28413 

/note="MSTD repeat: matches 249.. 388 of consensus" 
repeat region 28416., 28624 

/note="LlMCc repeat: matches 1692.. 1885 of consensus" 
repeat region 28628.. 28911 

/note="AluJo repeat: matches 1..286 of consensus" 
repeat region 28911.. 28931 

/note=:"10. 5 copies 2 mer AC 33% conserved" 
repeat region complement (28955 .. 29226) 

/note="AluJo repeat: matches 1,.252 of consensus" 
repeat region 29016.. 29026 

/note="2.2 copies 5 mer CTCAC 22% conserved" 
repeat region 29094.. 29116 

/note="23.0 copies 1 mer T 28% conserved" 
repeat region 29245.. 29262 

/note="2.0 copies 9 mer AAGTAACAA 36% conserved" 
repeat region 29273.. 29694 

/note="LlMCc repeat: matches 2043.. 2479 of consensus" 
repeat region 29535.. 29569 

/note="4.4 copies 8 mer AAAAAAGC 2 5% conserved" 
repeat region complement (29928 .. 30344) 

/note="MLTlL repeat: matches 110.. 609 of consensus" 
repeat region 30011.. 30031 

/note="1.9 copies 11 mer AGAGAAAGGCC 33% conserved" 
repeat region complement (302 85 . .30361) 

/note="LTR67 repeat: matches 97.. 174 of consensus" 
repeat region 30917.. 30967 

/note="25.5 copies 2 mer TG 93% conserved" 
repeat region 31093.. 31109 

/note="2.1 copies 8 mer AAAGAGAT 34% conserved" 
repeat region complement (31180 . .31295) 

/note="MLTlK repeat: matches 111.. 228 of consensus" 
repeat region 31292.. 31305 

/note="2.0 copies 7 mer TAAAATG 28% conserved" 
repeat region 31429.. 31438 

/note="3.3 copies 3 mer. TTC 20% conserved" 
repeat region 31509.. 31556 

/note="MADEl repeat: matches 33.. 80 of consensus" 
repeat region 31669.. 32100 

/note="LTR16C repeat: matches 38.. 491 of consensus" 
repeat region 31776.. 31786 

/note="2.2 copies 5 mer AAGTC 22% conserved" 
repeat region 31901.. 31914 

/note="2.0 copies 7 mer TCACAGA 28% conserved" 
repeat region 32165.. 32175 

/note="2.2 copies 5 mer ATTTT 22% conserved" 
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repeat region 32453.. 32470 

/note="3.6 copies 5 mer AAAGA 27% conserved" 
repeat region 32571.. 32606 

/note="2.1 copies 17 mer CAAGCTAGTAAACTAAC 54% conserved" 
repeat region 32790.. 32873 

/note="L2 repeat: matches 2922.. 3014 of consensus" 
repeat region 32897.. 32955 

/note="Charlie5 repeat: matches 1..59 of consensus" 
repeat region 33143.. 33152 

/note="2.5 copies 4 mer ATAC 20% conserved" 
repeat region 33916.. 33929 

/note="2.0 copies 7 mer TTCACTC 28% conserved" 
repeat region 34580.. 34591 

/note="3.0 copies 4 mer ATAA 24% conserved" 
repeat region complement (34609 .. 34923) 

/note="MLTlA repeat: matches 1..316 of consensus" 
repeat region complement (34924 .. 34993) 

/note="LlMBl repeat: matches 6082.. 6152 of consensus" 
repeat region 34968.. 34978 

/note="2.2 copies 5 mer.ACAAT 22% conserved" 
repeat region 34989.. 34999 

/note="2.2 copies 5 mer AGGCA 22% conserved" 
repeat region 35137.. 35170 

/note="5.7 copies 6 mer TTTTTC 34% conserved" 
repeat region 35150.. 35251 

/note="25.5 copies 4 mer TTTC 150% conserved" 
repeat region 35229.. 35286 

/note="14.5 copies 4 mer TTCC 98% conserved" 
repeat region complement (3 52 85. .35575) 

/note="AluJo repeat: matches 1..2 94 of consensus" 
repeat region 35447.. 35458 

/note="12.0 copies 1 mer T 24% conserved" 
repeat region 35588.. 35606 

/note="3.8 copies 5 mer TTTTG 31% conserved" 
repeat region 35654.. 35665 

/note="2.0 copies 6 mer CTTATT 24% conserved" 
repeat region 35729.. 35764 

/note="2.4 copies 15 mer CCTTCCTTTCTCCCT 63% conserved" 
repeat region 35767.. 35783 

/note="4.2 copies 4 mer CCTC 25% conserved" 
repeat region complement (35820 35892) 

/note="L2 repeat: matches 3170.. 3243 of consensus" 
repeat region 36014.. 36031 

/note="3.0 copies 6 mer TATTTA 27% conserved" 
repeat region 36866.. 36882 

/note="8.5 copies 2 mer TC 34% conserved" 
repeat region 37023.. 37077 

/note="3.7 copies* 15 mer AAAATGAAATAAAAC 67% conserved" 
repeat region complement (37215 .. 37423 ) 

/note="MIR repeat: matches 31.. 261 of consensus" 
repeat region 37273.. 37283 

/note="2.8 copies 4 mer ATTA 22% conserved" 
repeat region complement (37520 . .37798) 

/note="L2 repeat: matches 2456.. 2742 of consensus" 
repeat region 37766.. 37784 

/note="3.8 copies 5 mer GGAGG 2 9% conserved" 
repeat region 37896.. 37906 

/note="2.8 copies 4 mer AAAG 22% conserved" 
repeat region 37954.. 37965 

/note="12.0 copies 1 mer A 24% conserved" 
repeat region complement (38128 . .38424) 

/note="AluSg repeat: matches 2.. 297 of consensus" 
repeat region 38128.. 38144 

/note="17.0 copies 1 mer T 34% conserved" 
repeat region 38492.. 38911 
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/note="MER63B repeat: matches 1..435 of consensus" 
repeat region 38494.. 38504 

/note="2.2 copies 5 mer GTGAT 22% conserved" 
repeat region complement (38945 . . 39370) 

/note="MER57A repeat: matches 1..403 of consensus" 
repeat region 38967. .38976 

/note="2.0 copies 5 mer AAATT 20% conserved" 
repeat region complement (39472. .39532) 

/note="L2 repeat: matches 3205.. 3262 of consensus" 
repeat region complement (3 9534 .. 39674 ) 

/note="MIR repeat: matches 108.. 259 of consensus" 
repeat region 39631.. 39640 

/note="3.3 copies 3 mer TAT 20% conserved" 
repeat region 39720.. 39729 

/note="2.5 copies 4 mer ATAA 20% conserved" 
repeat region 39931.. 39964 

/note="2.1 copies 16 mer ATGGATAAATAAATTA 59% conserved" 
repeat region 39935.. 39944 

/note="2.5 copies 4 mer ATAA 20% conserved" 
repeat region 39954.. 39967 

/note="3.5 copies 4 mer AATT 28% conserved" 
misc feature 40707. .41300 

/note="match: GSS: Em:AG040344" 
repeat region 40893.. 40925 

/note="16.5 copies 2 mer TA 41% conserved" 
repeat region complement (40925 .. 4 1068) 

/note="AluSg/x repeat: matches 145.. 288 of consensus" 
repeat region 41444.. 41755 

/note="L2 repeat: matches 2697.. 3050 of consensus" 
repeat region complement (41764 . .42122) 

/note="MLTlA repeat: matches 21.. 365 of consensus" 
repeat region 41860. .41871 

/note="2.0 copies 6 mer TCAAGA 24% conserved" 
repeat region complement (4215 7 . .42433) 

/note="LTR16C repeat: matches 88.. 391 of consensus" 
repeat region 42162.. 42175 

/note="2,3 copies 6 mer AGTGAG 28% conserved" 
repeat region 42759.. 42771 

/note="2.2 copies 6 mer ATTTTA 26% conserved" 
repeat region complement (42 7 85 . .42863) 

/note="MLTlJ2 repeat: matches 368.. 448 of consensus" 
repeat region 42864.. 42880 

/note="2.1 copies 8 mer AAAATAAT 34% conserved" 
repeat region 42866.. 42885 

/note="6.7 copies 3 mer AAT 24% conserved" 
repeat region complement (428 94. .43239) 

/note="MLTlJ2 repeat: matches 23., 386 of consensus" 
repeat region 43074.. 43099 

/note="6.5 copies 4 mer AGAA 25% conserved" 
repeat region 43258.. 43274 

/note="2.4 copies 7 mer AAATTAG 25% conserved" 
repeat region complement (43270 . .43331) 

/note="MER113 repeat: matches 32..95pf consensus" 
repeat region 43285.-43294 

/note="3.3 copies 3 mer TAA 20% conserved" 
misc feature 43413.. 43703 

/note="match: GSS: Em:AQ015991" 
repeat region complement (43476 .. 43514) 

/note="MLTlH repeat: matches 538.. 577 of consensus" 
repeat region complement (43521. .43739) 

/note="MLTlH repeat: matches 133.. 375 of consensus" 
repeat region 43708.. 43724 

/note="2.4 copies 7 mer CCACAAG 25% conserved" 
repeat region complement (43740 . . 44231) 

/note="MLT2B2 repeat: matches 1..515 of consensus" 
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repeat region 43777.. 43811 

/note="3.5 copies 10 mer AGACATAGAT 34% conserved" 
repeat region 43787.. 43799 

/note="3.2 copies 4 mer ATAG 26% conserved" 
repeat region 43805.. 43829 

/note="4.2 copies 6 mer ACAGAC 41% conserved" 
repeat region 44002.. 44012 

/note="2.8 copies 4 mer TCAA 22% conserved" 
repeat region 44352.. 44361 

/note="10.0 copies 1 me;r A 20% conserved" 
misc feature complement (44542. .44977) 

/note="match: GSS : Em:AQ358298" 
repeat region 44830.. 45320 

/note="MLTlH repeat: matches 1..54 9 of consensus" 
repeat region 45523.. 45540 

/note="2.2 copies 8 mer AAACATGA 27% conserved" 
repeat region 45570.. 45674 

/note="MLTlJ2 repeat: matches 325.. 428 of consensus" 
repeat region 45791.. 45806 

/note="2.3 copies 7 mer ATTGATT 23% conserved" 
misc feature 45853.. 46320 

/note="match: GSS: Em:AQ186434" 
repeat region complement (46233 . .46722) 

/note="LlME3 repeat: matches 5657.. 6158 of consensus" 
repeat region 46777.. 46875 

/note="LlME3A repeat: matches 5743.. 5846 of consensus" 
repeat region 46990.. 47021 

/note="16.0 copies 2 mer GT 64% conserved" 
repeat region 47140.. 47154 

/note="5.0 copies 3 mer ATA 21% conserved" 
repeat region 47427.. 47443 

/note="2.4 copies 7 mer AGGAGAA 25% conserved" 
repeat region 48160.. 48233 

/note="iyiER5 8 repeat: matches 25.. 98 of consensus" 
repeat region 48223.-48253 

/note="2.1 copies 15 mer TTTTAAATGGTCATA 44% conserved" 
repeat region 48247.. 48348 

/note="MER58 repeat: matches 2318.. 2417 of consensus" 
repeat region 48457.. 48560 

/note="MLTlJ2 repeat: matches 32.. 133 of consensus" 
repeat region 48655.. 48816 

/note="MLTlJ2 repeat: matches 288.. 450 of consensus" 
repeat region 48880.. 48894 

/note="7.5 copies 2 mer AC 30% conserved" 
repeat region 50127.. 50602 

/note="LlMC4 repeat: matches 7392.. 7858 of consensus" 
repeat region 50173.. 50182 

/note="2.0 copies 5 mer AACAT 20% conserved" 
repeat region 50243.. 50255 

/note="2.2 copies 6 mer ATACAA 26% conserved" 
repeat region 50380..50393 

/note="2.3 copies 6 mer ATGACA 28% conserved" 
repeat region complement (50622 . . 50888) 

/note="MLTlH repeat: matches 224.. 531 of consensus" 
repeat region 50893.. 50936 

/note="22.0 copies 2 mer CA 88% conserved" 
repeat region 50936.. 50998 

/note="31.5 copies 2 mer AG 72% conserved" 
repeat region complement (50977 . . 51089) 

/note="MLTlH repeat: matches 90.. 231 of consensus" 
repeat region 51256.. 51413 

/note="LlME3A repeat: matches 5876. .6065 of consensus" 
repeat region 51508.. 51657 

/note="MIR3 repeat: matches 23.. 179 of consensus" 
repeat region complement (52443 . . 52527) 
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repeat region 
repeat region 
repeat region 
repeat region 
repeat region 
repeat region 
repeat region 
repeat region 
repeat region 
repeat region 
repeat region 
repeat region 
repeat region 
repeat region 
repeat region 
repeat region 
repeat region 
repeat region 
misc feature 

repeat region 
repeat region 
repeat region 
repeat region 
repeat region 
repeat region 
repeat region 
misc feature 

repeat region 
repeat region 
repeat region 
repeat region 



/note="L2 repeat: matches 3204.. 3312 of consensus" 
52443 . . 52452 

/note="2.5 copies 4 mer TTCA 20% conserved" 
complement (52602 . . 52691) 

/note="MIR repeat: matches 101.. 187 of consensus" 
52649. .52666 

/note="2.0 copies 9 mer CAGACGAGG 27% conserved" 
52772 . . 52984 

/note="MER58A repeat: matches 1..223 of consensus" 
complement (53007 . . 53400) 

/note="MLTlJ2 repeat: matches 1..445 of consensus" 
53222 . .53232 

/note="2.2 copies 5 mer AAAAG 22% conserved" 
53515. .53738 

/note="LlMC5 repeat: matches 7701.. 7928 of consensus" 
53789. .53812 

/note="4.8 copies 5 mer AAAAT 32% conserved" 
complement (54168. .54323) 

/note="MLTlJ2 repeat: matches 267.. 434 of consensus" 
54341 . . 54661 

/note-"AluSx repeat: matches 1..312 of consensus" 
54620 . . 54632 

/note=:"13.0 copies 1 mer A 26% conserved" 
54633. .54647 

/note="3.8 copies 4 mer GAAT 30% conserved" 
54646. .54661 

/note="16.0 copies 1 mer A 23% conserved" 
55244. .55258 

/note="3.8 copies 4 mer ATTC 21% conserved" 
55249. .55270 

/note="1.8 copies 12 mer TTCATACATTTG 37% conserved" 
55694 . .55705 

/note="2.0 copies 6 mer CCCTTT 24% conserved" 
56046. .56055 

/note="2.5 copies 4 mer AGTT 20% conserved" 
56363 . . 56373 

/note="2.8 copies 4 mer TTAT 22% conseirved" 
56397 . .58342 
/note="CpG island" 
/evidence=not_experimental 
56508. .56526 

/note="3.8 copies 5 mer GGGCT 20% conserved" 
57013 . . 57027 

/note="3.0 copies 5 mer CTCCC 21% conserved" 
57209. .57220 

/note="2.0 copies 6 mer CTCCAG 24% conserved" 
57255 . .57269 

/note="3.0 copies 5 mer CCACC 23% conserved" 
57259. .57271 

/note="3.2 copies 4 mer CCCA 26% conserved" 
57458 . .57472 

/note="3.0 copies 5 mer GCGGC 21% conserved" 
57534 . .57549 

/note="2.7 copies 6 mer GGCGAG 23% conserved" 
57541. .57654 

/note="Single clone region, single clone region containing 
only reads from a Short insert library of 20bae55h7. 
Assembly consistant with digest." 
57586. .57659 

/note="24.7 copies 3 mer COT 121% conserved" 
57677. .57689 

/note="2.2 copies 6 mer CCGCTC 26% conserved" 
57699.. 58288 

/note="LlM2 repeat: matches 661.. 1268 of consensus" 
57748. .57769 
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/note="4.4 copies 5 mer CCCGC 26% conserved" 
repeat region 57749.. 57762 

/note="4.7 copies 3 mer CCG 21% conserved" 
repeat region 57794.. 57807 

/note="2.8 copies 5 mer CCGGC 28% conserved" 
repeat region 57831.. 57843 

/note="2.2 copies 6 mer GTCTCC 26% conserved" 
repeat region 57841.. 57857 

/note="5.7 copies 3 mer CCG 34% conserved" 
repeat region 57926.. 57954 

/note="9.7 copies 3 mer GCG 4 9% conserved" 
repeat region 58021.. 58050 

/note="2.5 copies 12 mer GGAGCCCAGGCG 42% conserved 
repeat region 58057.. 58073 

/note="2.1 copies 8 mer CCGGGCTC 34% conserved" 
repeat region 58070.. 58085 

/note="5.3 copies 3 mer CTC 23% conserved" 
repeat region 58096.. 58122 

/note="9.0 copies 3 mer CCG 38% conserved" 
repeat region 58098.. 58122 

/note="3.6 copies 7 mer GCCGCCG 34% conserved" 
repeat region 58170.. 58199 

/note="10.0 copies 3 mer GCT 42% conserved" 
repeat region 58238. .58257 

/note="2.0 copies 10 mer CCGACGCGGC 33% conserved" 
repeat region 58518.. 58527 

/note="2.5 copies 4 mer TCTG 20% conserved" 
repeat region 58603.. 58612 

/note="2.5 copies 4 mer TGCT 20% conserved" 
repeat region 58836.. 58847 

/note="2.0 copies 6 mer TTCCTC 24% conserved" 
repeat region 59256.. 59559 

/note="AluSx repeat: matches 3.. 3 12 of consensus" 
repeat region 59530.. 59564 

/note="35.0 copies 1 mer A 25% conserved" 
repeat region 59531.. 59593 

/note="12.6 copies 5 mer AAAAT 80% conserved" 
repeat region 59646.-59664 

/note="1.9 copies 10 mer CTTTATACAT 2 9% conserved" 
repeat region complement (5 9700 . .59873) 

/note="MIR repeat: matches 82.. 260 of consensus" 
misc feature 60390.. 60614 

/note="match: GSS : Em:AQ046228 

match: STS: Em:G50471" 
repeat region 60507.. 60518 

/note="2.0 copies 6 mer CAGCTT 24% conserved" 
repeat region 60828.. 60837 

/note="2.5 copies 4 mer TTCT 20% conserved" 
repeat region 61115.. 61124 

/note="3.3 copies 3 mer AGT 20% conserved" 
repeat region complement (61136 . . 61206) 

/note="MIR repeat: matches 193.. 262 of consensus" 
repeat region 61206.. 61217 

/note="3.0 copies 4 mer CTTT 24% conserved" 
repeat region complement (612 07 . .61525) 

/note="AluY repeat: matches 1..311 of consensus" 
repeat region 61215.. 61236 

/note="22.0 copies 1 mer T 44% conserved" 
repeat region 61386.. 61399 

/note="14.0 copies 1 mer T 28% conserved" 
repeat region complement (61526 . .61637) 

/note="MIR repeat: matches 77.. 193 of consensus" 
repeat region 61798.. 61812 

/note="7.5 copies 2 mer AT 21% conserved" 
repeat region 62222.. 62233 
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/note="2.0 copies 6 mer TTAATG 24% conserved" 
repeat region 62245.. 62271 

/note="4.5 copies 6 mer ATAGAT 45% conserved" 
repeat region 62788.. 62798 

/note="11.0 copies 1 mer T 22% conserved" 
repeat region complement (62 812 . .63 323) 

/note="MLTlH repeat: matches 18.. 549 of consensus" 
repeat region complement (63386 . . 63567) 

/note="LlM4 repeat: matches 2247.. 2434 of consensus" 
repeat region complement (63587 .. 63875) 

/note="AluY repeat: matches 1..289 of consensus" 
repeat region 63591.. 64190 

/note="15.0 copies 40 mer 

TTTTGAGACGGAGTCTCACTCTATCACCCAGGCTGGAGTG 909% conserved" 
repeat region complement (63880 . . 64180) 

/note="AluY repeat: matches 1..301 of consensus" 
repeat region 63880.. 63899 

/note="20.0 copies 1 mer T 31% conserved" 
repeat region 64188., 64197 

/note="2.0 copies 5 mer TTTAA 20% conserved" 
repeat region 64321.. 64331 

/note="3.7 copies 3 mer GCT 22% conserved" 
repeat region complement (64333 . . 64645) 

/note="AluSx repeat: matches 1..305 of consensus" 
repeat region 64333.. 64355 

/note="23.0 copies 1 mer T 37% conserved" 
repeat region 64645.. 64658 

/note="4.7 copies 3 mer CTG 28% conserved" 
repeat region complement (64676 . . 65154) 

/note="HALl repeat: matches 1214.. 1726 of consensus" 
repeat region 64852.. 64861 

/note- "2.0 copies 5 mer AATTT 20% conserved" 
repeat region 65434.. 65470 

/note="3.4 copies 11 mer CTTTTTCTTTC 51% conserved" 
repeat region 65446.. 65528 

/note="20.8 copies 4 mer CTTT 37% conserved" 
repeat region 65475.. 65487 

/note="2.6 copies 5 mer TTCCT 26% conserved" 
repeat region 65505.. 65524 

/note="10.0 copies 2 mer TC 33% conserved" 
repeat region 65532.. 65550 

/note="1.9 copies 10 mer TTTTTTAAAG 38% conserved" 
repeat region complement (65542 . . 66060) 

/note="LlME2 repeat: matches 5634.. 6164 of consensus" 
repeat region 66207.. 66216 

/note="5.0 copies 2 mer CT 20% conserved" 
repeat region complement (66506 . . 66872) 

/note="L3b repeat: matches 1114.. 1476 of consensus" 
repeat region 66655.. 66673 

/note="2.1 copies 9 mer TGTTCACTT 38% conserved" 
repeat region 66945.. 66955 

/note="2.2 copies 5 mer AAAGA 22% conserved" 
repeat region 67043.. 67053 

/note="2.2 copies 5 mer GATGG 22% conserved" 
repeat region 67091. .67100 

/note="2.5 copies 4 mer CAAA 20% conserved" 
repeat region 67118.. 67147 

/note="6.0 copies 5 mer AGAAA 44% conserved" 
repeat region 67120.. 67148 

/note="29.0 copies 1 mer A 31% conserved" 
repeat region 67189.. 67206 

/note="2.0 copies 9 mer TTATAAGAA 36% conserved" 
repeat region 67235.. 67247 

/note="3.2 copies 4 mer TTTC 26% conserved" 
repeat region 67311.. 67498 
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/note="LTR16C repeat: matches 289.. 488 of consensus" 
repeat region 67609.. 67618 

/note="3.3 copies 3 mer TTG 2 0% conserved" 
repeat region 68515.. 68525 

/note="3.7 copies 3 mer TTA 22% conserved" 
repeat region complement (68524 .. 68539) 

/note="LlMA10 repeat: matches '6319 ... 6334 of consensus" 
repeat region complement (6854 0. .69072) 

/note="LlMEl repeat: matches 5582.. 6161 of consensus" 
repeat region 68776 .*. 68790 

/note="3.0 copies 5 mer TGCAT 21% conserved" 
repeat region 68816.. 68825 

/note="2.5 copies 4 mer ATTC 2 0% conserved" 
repeat region 69398.. 69414 

/note="17.0 copies 1 mer A 25% conserved" 
repeat region 69473.. 69489 

/note="1.9 copies 9 mer ATTCTCTTG 2 7% conserved" 
repeat region 69481.. 69508 

/note="2.2 copies 13 mer ATTCTCTTGCCCC 40% conserved" 
repeat region 69688.. 69987 

/note="AluSp repeat: matches 2.. 3 02 of consensus" 
repeat region 69969.. 69987 

/note- "19.0 copies 1 mer A 3 8% conserved" 
repeat region 70233.. 70333 

/note="MER5A repeat: matches 9.. 112 of consensus" 
repeat region complement (70347 . .71285) 

/note="LlPB4 repeat: matches 5215.. 6152 of consensus" 
repeat region 70594.. 70605 

/note="2.0 copies 6 mer TTTCTG 24% conserved" 
repeat region 71051.. 71065 

/note="2.5 copies 6 mer TTTTAA 21% conserved" 
repeat region 71104.. 71128 

/note="2.3 copies 11 mer TTGTTGTCCTC 32%. conserved" 
repeat region 71286.. 71350 

/note=:"MER5A repeat: matches 124.. 189 of consensus" 
repeat region 71430.. 71439 

/note="3.3 copies 3 mer TAA 20% conserved" 
repeat region 71501.. 71516 

/note="2.0 copies 8 mer CATGGGTC 32% conserved" 
repeat region complement (71650 . .71724) 

/note="MLTlI repeat: matches 104.. 180 of consensus" 
repeat region 71726.. 71873 

/note=:"MIR repeat: matches 25.. 183 of consensus" 
repeat region 72208.. 72223 

/note="4.0 copies 4 mer TTCC 23% conserved" 
repeat region complement (72301 . . 72592) 

/note="AluSc repeat: matches 4.. 294 of consensus" 
repeat region 72301.. 72315 

/note="15.0 copies 1 mer T 21% conserved" 
repeat region 72378.. 72389 

/note="2.0 copies 6 mer ACCTCC 24% conserved" 
repeat region 72445.. 72454 

/note="3.3 copies 3 mer CCA 20% conserved" 
repeat region complement (72715 . . 72839) 

/note="THElA repeat: matches 1..126 of consensus" 
repeat region complement (72840 . . 73499) 

/note="THElA-int repeat: matches 918.. 1580 of consensus" 
repeat region 72941.. 72960 

/note="2.9 copies 7 mer AAAGTCC 31% conserved" 
repeat region 73481.. 73492 

/note="2.0 copies 6 mer CCCTGC 24% conserved" 
repeat region complement (73505 . . 73581) 

/note="THElA repeat: matches 1..80 of consensus" 
repeat region 73583.. 74087 

/note="LlME3A repeat: matches 5610.. 6157 of consensus" 
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complement (join (74 174 
/gene="dJ1077I2 .4" 
complement (join (74174 
/gene="dJ1077I2 .4" 
/product="dJ1077I2 .4 (Putative novel transcript)" 
/note="match: ESTs : Em:BI463885" 
/evidence=not_experimental 
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/note= 


"2.0 copies 
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GGCAAAAT 32% conserved 
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/note= 
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/note= 
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TGGCCT 26% conserved" 
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/note= 
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TTAC 2 0% conserved" 
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/note= 
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/note= 


"3.5 copies 
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complement (76516 . , 


.77245) 





/note="L2 repeat: matches 2448.. 3313 of consensus" 
77144 . . 77153 

/note="2.5 copies 4 mer TGGA 2 0% conserved" 
complement (77281. .77325) 

/note="L2 repeat: matches 2304.. 2348 of consensus" 
complement (77352 . .78690) 

/note = "L2 repeat: matches 586.. 2082 of consensus" 
78727.. 78736 

/note="2.5 copies 4 mer TTTG 2 0% conserved" 
78739 . . 78756 

/note="3.0 copies 6 mer GTTTTT 27% conserved" 
complement (79263 . .79475) 

/note="MIR repeat: matches 10.. 241 of consensus" 
79532 . . 79626 

/note="MIR repeat: matches 34.. 130 of consensus" 
complement (79628 . .79686) 

/note="MLTlJl repeat: matches 265.. 326 of consensus" 
complement (79699 . . 79732) 

/note="MLTlI repeat: matches 127.. 160 of consensus" 
complement (join(80437. .80754,81615. .81742) ) 
/gene="dJ1077I2.3" 

complement ( join(80437. . 80754, 81615 . . 81742) ) 
/gene="dJ1077I2.3" 

/product="dJ1077I2 . 3 (Putative novel transcript)" 

/note="match: ESTs: Em:BF510052" 

/evidence=not_experimental 

complement (80439) 

/gene="dJ1077I2.3" 

80508. .80518 

/note="2.8 copies 4 mer ACAG 22% conserved" 
80761. .80774 

/note="14.0 copies 1 mer A 28% conserved" 
81478. .81489 

/note="3.0 copies 4 mer CTTC 24% conserved" 
complement (81491 . .81658) 

/note=:"MLTlE repeat: matches 439.. 593 of consensus" 
complement (81652 . .81945) 

/note="MLTlE repeat: matches 1..303 of consensus" 
82056. . 82073 
/note="3 . 6 copies 
82067 . . 82082 
/note=:"2.3 copies 
82072 . . 82089 

/note="2.0 copies 9 mer TCTCATTTC 27% conserved" 
82359. . 82660 



5 mer TTCAT 27% conserved" 
7 mer TCATTTC 32% conserved" 
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/note="AluSx repeat: matches 1..297 of consensus" 
repeat region 82646.. 82660 

/note="15.0 copies 1 mer A 30% conserved" 
repeat region complement {82 983 .. 83071) 

/note=:"MIR repeat: matches 47.. 144 of consensus" 
repeat region 83149.. 83158 

/note="2.0 copies 5 mer CTTTT 20% conserved" 
repeat region 83257.. 83266 

/note="10.0 copies 1 mer T 20% conserved" 
repeat region 83311.. 83325 

/note="7.5 copies 2 mer AT 21% conserved" 
repeat region 83328. .83621 

/note="AluSq repeat: matches 2.. 299 of consensus" 
repeat region 83606.. 83615 

/note="10,0 copies 1 mer A 20% conserved" 
repeat region 83891.. 83932 

/note="21.0 copies 2 mer GT 84% conserved" 
repeat region 83931.. 83943 

/note="3.2 copies 4 mer GTAG 26% conserved" 
repeat region 84233.. 84247 

/note="7.5 copies 2 mer GT 21% conserved" 
repeat region 84562.. 84573 

/note="2.0 copies 6 mer TATTCT 24% conserved" 
repeat region 85418.. 85429 

/note="2.4 copies 5 mer GGTCA 24% conserved" 
repeat region 85511.. 85521 

/note="2.2 copies 5 mer AAATA 22% conserved" 
repeat region 86153.. 86211 

/note="11.8 copies 5 mer GTTTT 118% conserved" 
repeat region 86312.. 86322 

/note="2.2 copies 5 mer TAATG 22% conserved" 
repeat region complement (86895 .. 87015) 

/note="MER5B repeat: matches .54 .. 172 of consensus" 
repeat region 87029.. 87150 

/note="L2 repeat: matches 3144.. 3272 of consensus" 
repeat region 87464.. 87474 

/note="2.8 copies 4 mer CCTC 22% conserved" 
repeat region 87614.. 87624 

/note="2.2 copies 5 mer TTCCA 22% conserved" 
misc feature 87870.. 88316 

/note="match: GSS : Em:AQ457776" 
repeat region 88004.. 88016 

/note="2.2 copies 6 mer AGCTAG 26% conserved" 
repeat region 88039. .88048 

/note="2.5 copies 4 mer AGCA 20% conserved" 
repeat region 88332. .88345 

/note="3.5 copies 4 mer AAGC 28% conserved" 
repeat region 88590.. 88599 

/note="2.5 copies 4 mer TGAA 2 0% conserved" 
repeat region 88730. .88741 

/note="2.0 copies 6 mer AAAAGT 24% conserved" 
repeat region 88842. .89139 

/note="AluSx repeat: matches 1..2 93 of consensus" 
repeat region 88962.. 88978 

/note="2.1 copies 8 mer AAAAATAC 34% conserved" 
repeat region 89129.. 89139 

/note="11.0 copies 1 mer A 22% conserved" 
repeat region complement (89924 . . 90101) 

/note="MER5A repeat: matches 6.. 189 of consensus" 
repeat region 90107.. 90117 

/note="2.2 copies 5 mer AATTA 22% conserved" 
repeat region 90203.. 90214 

/note="2.0 copies 6 mer TAAAAT 24% conserved" 
repeat region 90216.. 90227 

/note="2.0 copies 6 mer ACACAT 24% conserved" 
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repeat region 90226.. 90239 

/note="2.3 copies 6 mer ATCCAT 28% conserved" 
repeat region 90236.. 90251 

/note="8.0 copies 2 mer AT 32% conserved" 
repeat region 90251.. 90261 

/note="5.5 copies 2 mer TG 22% conserved" 
repeat region 90309.. 90630 

/note="AluSx repeat: matches 1..307 of consensus" 
repeat region 90432.. 90452 

/note="21.0 copies 1 mer A 42% conserved" 
repeat region 90608.. 90630 

/note="5.8 copies 4 mer AAAT 46% conserved" 
repeat region 90655.. 90675 

/note="10.5 copies 2 mer AT 24% conserved" 
repeat region 90658.. 90674 

/note="2.8 copies 6 mer TATATT 34% conserved" 
repeat region 90678.. 90690 

/note="2.2 copies 6 mer CATATA 26% conserved" 
repeat region 90794.. 90806 

/note="2.2 copies 6 mer TCAGAA 26% conserved" 
repeat region 91258.. 91267 

/note="2.5 copies 4 mer TTCC 20% conserved" 
repeat region complement (91289 .. 91616) 

/note="L2 repeat: matches 2982.. 3312 of consensus" 
repeat region 91291. .91300 

/note="2.5 copies 4 mer CATT 20% conserved" 
repeat region 91549.. 91558 

/note="5.0 copies 2 mer CT 20% conserved" 
repeat region 91758.. 91768 

/note:="5.5 copies 2 mer TG 22% conserved" 
repeat region 91819.. 91830 

/note="2.4 copies 5 mer AAAAG 24% conserved" 
repeat region complement ( 91840 .. 91994 ) 

/note="L2 repeat: matches 2945.. 3108 of consensus" 
repeat region complement ( 92 094 . .92166) 

/note="MER91A repeat: matches 8.. 82 of consensus" 
repeat region 92259.. 92272 

/note="3.5 copies 4 mer CATT 28% conserved" 
repeat region 92299.. 92309 

/note="11.0 copies 1 mer T 22% conserved" 
repeat region 92487.. 92791 

/note="AluSx repeat: matches 1,.305 of consensus" 
repeat region 92695.. 92706 

/note="2.0 copies 6 mer GGAGGT 24% conserved" 
repeat region 92769.. 92791 

/note="23.0 copies 1 mer A 46% conserved" 
repeat region 92910.. 92927 

/note="2.2 copies 8 mer GGGATCAT 36% conserved" 
repeat region 93142.. 93196 

/note="MIR repeat: matches 113.. 163 of consensus" 
repeat region 93281.. 93298 

/note="2.0 copies 9 mer AGGTGGAGG 36% conserved" 
repeat region 93288.. 93300 

/note="2.2 copies 6 mer GGAGGT 26% conserved" 
repeat region 93398.. 93408 

/note="2.2 copies 5 mer AGAGA 22% conserved" 
repeat region complement (93452 . . 93501) 

/note="MIR repeat: matches 91.. 144 of consensus" 
repeat region 93557.. 93568 

/note="2.4 copies 5 mer AAAAT 24% conserved" 
repeat region 93566.. 93577 

/note="2.0 copies 6 mer TAACAG 24% conserved" 
repeat region 93606.. 93832 

/note="AluSq repeat: matches 1..225 of consensus" 
repeat region 93751.. 93760 
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/note="3.3 copies 3 mer GTG 20% conserved" 
94085. .94098 

/note="14.0 copies 1 mer A 28% conserved" 
94355 . . 94452 

/note="MIR repeat: matches 111.. 219 of consensus" 
94503 . . 94647 

/note="LTR33 repeat: matches 14.. 160 of consensus" 
94674.. 94898 

/note="LTR33 repeat: matches 301.. 521 of consensus" 
95374 . .95677 

/note="AluSx repeat: matches 1..306 of consensus" 
95654. .95677 

/note="24.0 copies 1 mer A 30% conserved" 
complement (95813 . . 96278) 

/note="LTR37B repeat: matches 1..468 of consensus" 
95893 . .95902 

/note="2,5 copies 4 mer AATG 20% conserved" 
95972 . , 95981 

/note="3.3 copies 3 mer ATG 20% conserved" 
96295 . . 96360 

/note="L2 repeat: matches 3198.. 3268 of consensus" 
96404 . . 96415 

/note="2.4 copies 5 mer AGCTA 24% conserved" 
96976. .96989 

/note="14..0 copies 1 mer T 28% conserved" 
complement (97136. .97231) 

/note="MLTlH repeat: matches 453.. 549 of consensus" 
complement (97339 . .97441) 

/note="MLTlH repeat: matches 197.. 305 of consensus" 
97505 . .97822 

/note="AluSq repeat: matches 1..307 of consensus" 
97582 . .98164 

/note="match: GSS : Em:AQ318861" 
97649. .97661 

/note="4.3 copies 3 mer GTG 2 6% conserved" 
97799. .97819 

/note="21.0 copies 1 mer A 33% conserved" 
complement (97917 . .98012) 

/note="MIR repeat : matches 17.. 113 of consensus" 
97968. .97983 

/note="2.7 copies 6 mer GACCCA 32% conserved" 
98280. .98295 

/note="2.7 copies 6 mer GCCTGG 23% conserved" 
98622 . . 98640 

/note="1.9 copies 10 mer CTGGTGGCCA 38% conserved" 
98636. .98646 

/note="2.2 copies 5 mer TGGCC 22% conserved" 
98827. .98849 

/note="23.0 copies 1 mer T 28% conserved" 
complement (98879 . .99267) 
/note="match: GSS: Em:AQ630216" 
99384. .99798 

/note="match: GSS: Em:AQ718436" 
99746. .99755 

/note="2.5 copies 4 mer TCCA 20% conserved" 
100252 . . 100265 

/note="2.0 copies 7 mer TGTTGTT 28% conserved" 
100409. .100419 

/note="2.2 copies 5 mer TAAAA 22% conserved" 
100973. .100999 

/note="3.0 copies 9 mer ACTCTGACC 36% conserved" 
101677 . . 101688 

/note="3.0 copies 4 mer CTTT 24% conserved" 
complement (101824 . .102026) 

/note="LlMC4 repeat: matches 6797.. 7002 of consensus" 
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repeat region 102051 102103 

/note=:"MADEl repeat: matches 1..53 of consensus" 
repeat region 102189 .. 102204 

/note="2.7 copies 6 mer TTAACA 23% conserved" 
repeat region complement (102213 .. 102624 ) 

/note="MLTlJ repeat: matches 1..421 of consensus" 
misc feature complement ( 102530 .. 103055) 

/note="match: GSS : Em:AZ254510" 
repeat region 102899 .. 102938 

/note="3.6 copies 11 mer TCAATGTTAAC 44% conserved" 
misc feature . 103056 103395 

/note="match: GSS: Em:AQ122018" 
repeat region 103849 .. 103861 

/note="2.6 copies 5 mer CAACC 26% conseirved" 
repeat region 104032 .. 104047 

/note="4.0 copies 4 mer ATCA 32% conserved" 
repeat region 104165 104175 

/note="2.2 copies 5 mer GGAAA 22% conserved" 
repeat region 104471 104777 

/note="153.5 copies 2 mer CT 150% conserved" 
repeat region 104488 104776 

/note- "57. 8 copies 5 mer TCTTC 240% conserved" 
repeat region 104660 104720 

/note="20.3 copies 3 mer TTC 37% conserved" 
repeat region 105141 .. 1052 93 

/note="FRAM repeat: matches 1..153 of consensus" 
repeat region 105849. .106273 

/note="L2 repeat: matches 2828.. 3273 of consensus" 
repeat region 106110. .106128 

/note="6.3 copies 3 mer TOT 22% conserved" 
repeat region 106112. .106121 

/note="2.5 copies 4 mer TTCT 20% conserved" 
repeat region 106115. .106125 

/note="2.2 copies 5 mer TTTCT 22% conserved" 
repeat region 106145. .106155 

/note="2.2 copies 5 mer TGATC 22% conserved" 
repeat region 106155 .. 106166 

/note="3.0 copies 4 mer TTAT 24% conserved" 
repeat region 106283 .. 106347 

/note="16.2 copies 4 mer TGGA 78% conserved" 
repeat region 106375 .. 106397 

/note="1.9 copies 12 mer AGACAAATGGAC 46% conserved" 
misc feature complement (106516 . . 107038) 

/note="match: STS : Em:AL110084" 
repeat region 106853 .. 106873 

/note="5.2 copies 4 mer TGTT 33% conserved" 
gene 106877 . . 107057 

/gene="C20orf 82" 
CDS <106877 . . >107057 

/gene="C20orf 82" 

/note=" continues in Em:AL133463 as bA149I18.1 

match: ESTs : Em:AA884248 Em:AL732076 

match : proteins : Tr : Q9H599" 

/ codon_s tart = 1 

/ evidence=not_experimental 

/product="dJ1077I2 . 1 (novel protein)" 

/protein_id= " CAC36074 . 1 " 

/db_xref ="GI : 13559287" 

/db_xre f = " SPTREMBL : Q9BQL4 " 

/translation="NNLNVGSDTTSETSFSLSKEAPREHLDHQAAHQPFPRPRFRQET 
GHPSLQRDFPRSFLLD" 

ORIGIN 

1 tactcctacc accaagaaat caattactgt taacaagttg gaggaaatct taattaatgt 
61 cagtttgaaa gatttcccaa agaggaaagt ccataagatc tattagtcac ccattctaac 
121 attaacaacc ctcaccttac cttttcaaag cattagaccc taatattatc ttcctcctca 
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181 tttggcaggt taagaaaaac aggctcagaa aggttaaaaa ggcatgacca ataccacagg 
241 attggtgata tactagaatt gaaaatgacc ttttttttat tttattatta atatacttta 
301 agttttaggg tacatgtgca caacgtgcag gtttgttaca tatgtataca tgtgccatgt 
361 tggtgtgctg cacccattaa ctcgtcattt agcattaggt atatctccta atgctatccc 
421 tccccactcc ccccatccca caacagtccc tggtgtgtga tgttcccctt cctgtgtcca 
481 tgtgttctca gaaaatgacc tttttttact tcctggatct catttgtttc atgtgcaaaa 
541 tgggggatac atgtacccac ctaaagtaag agagttgaaa cagacaagtt ctcagtccct 
601 gtgagttaag ttctagtatt ttctgggaca cagagatgag tatttaaaag caggaggcct 
661 ggggtagcat gagaggacag aggatgatgt taatcagctc ccgcaacatt cctctttgtt 
721 cttggccagg tgatttgctg tgtcatgaag atataacttc aaatgcattc tgcaacctta 
781 tctttttctt ccacaagact acatataagt cactacattt taaaataaaa ccttttaagg 
841 gtaagcatgg gtcacatgtt tttattcttc tcttcacact ctcaaaataa aataaacatt 
901 catagtatgg agttagacca ctaaataaaa ttaattagca tctaacattc ctctagggtc 
961 ttaaaccaca acctaatggt acggatcttg cttcttttct ttaaaatcaa agaagctagc 
1021 aaactaagac tgtgtgtctt tgtgaggctt gctattaatc tgggctctgc aaagcagggc 
1081 tacttaggtg ttcaatgata gctattggaa agcaatctca ttgcaggttt tagaagctct 
1141 tgatgaaatg ggtgatctct tgcaactgaa atattcccgg cacaagaagt cagcacgtcc 
1201 tgagctctat gatgagacga gctttgaact cgaagattaa gtttcctggt cctgaatgac 
1261 acataaagac tttgcgagaa agacctccct ccttgcctca caaggaatat aaatggattt 
1321 ctcccccttc ctcaggacaa ttttggttcc cagaccagct tgattgaact gagggagacg 
1381 ttgttgtttt taatgtctcc agcttggact gcagagacaa aaacatgatt ccagatttaa 
1441 gtctctcttc ttccaagtat tctactagaa atacacacac acacacacac acacttctga 
1501 gaatattttt aatggcaata agcctgtgtt ttagctgcta ctgtgcagac cctttcaggg 
1561 attccaacca aatgcaaatg agagaattta aaatttttat tcagtaagtt cactatgtgt 
1621 ttacttattc catctgcaga tgtaagtgag tgtggtggac agtagccacc ttccttgttc 
1681 cactcataaa agcatcagct agatctcatc tgtatcatgg gaagttccag gcaggagggt 
1741 aaagaaatgt tgtttctacc atttgtcaca tttggacgtt tttcacagac aagtgtcaaa 
1801 agacatagtt aatgtttcga gggggaaagc agaactgatc aactgcgact agagacgtct 
1861 ttgaaggaaa ttttcctttt cctcttgctg gtctcctaca gttttacagc tgagcttttg 
1921 aggtttggaa aattcaagat gtttgtttca taagaaaagg ggcagaaagc aagcacaaga 
1981 cacttttagg tctagactaa aatggtagtt acaacaattt gaaccttgtt ggtgcagtgc 
2041 acggtgaatg cttaccctgc acagcctcta ttaccttaag gaattagttg tcattttcct 
2101 a.ttgaatttt gagtaaatgg tgaaattcag tgtcctttag aatcgactcc caagactata 
2161 tttgaagaat gcattgattc aagaaggaca tttaaaagca aattctgact ttttcaagac 
2221 caacacactt gtttaggcct attaaattgt actatcactt gttacatgcc ctctgaattg 
2281 ggagaaagtg ggcttgcaca ctttgaggta actaactgta atttacttgt gttctctctt 
2341 tcttgctctc cttctcaaca tgaacacaaa cctctatgga aaagtagcct cttgttaatc 
2401 tgatctagtt tgtatggaaa aagcccatgg agaaccttat ctttaacaag ctcccagagg 
2461 gtgcccagat ttggaaattc tagagagcag tggtgacctt ttagcaaagc ttctgtaaca 
2521 gttcgaatga gttgcagaac attccactcc atcaaatgac actgtaaaca aatcacttca 
2581 agagaggctt ggttttgtgt ggcacagatg gacccaagct ttcatgctgt gcactgagat 
2 641 agaaactcca cccgcagcgc ctgcgatgga tggagcagtg tgccctgatg ctcaaagcgt 
2701 attaaaggaa aaaaagtgat cagcatggaa agtttttatg gggaaattat aactccaagt 
2761 gggtgcattg gtttaaaaat ggatcacaat gatagagttc ttcatgaatg tttacaagtt 
2 821 gtaaggaata ccgttagtga aagaggaaaa gaagtgggtt ctgaaaatgc agtttcccat 
2881 ccaatgattt tgataacaaa attccaactt ttctcaatga aactgatgca gtattatttg 
2941 tgcaaataaa atgtgtcata aatatgcaaa. gaaagggaga catactgttc ttatcttgaa 
3001 tatgtgcatt taaatgaatt gtccaaaatg cataaatgcc ttgcgttcta taaaggaaac 
3061 aggaggtcaa aaagacagcg agatatctag tccttccaca aggtatggaa agcaataaac 
3121 atcttccttt ctttctggat ctgtctgtga tgtttacaca caccttcaca tctacacttc 
3181 aagttttaag cccctagaca tgtgtcttca tgagcaggaa tgtccactat tattactttc 
3241 atggaggata ttgggtctaa ttcattgtgg gaaactactt acctacccag catggaaggc 
3301 agggaggaag ttagtctctt ttcatcaaga ttcaagagta caggggcaat ttattacact 
3361 gcaatgtaca aaacaaaagg acctgtttct gttagagagt ccatgttgaa tatacaggta 
3421 tgagaacaac tgttgatata caggtataat ccaagtagaa tgcttccaca gtgcattaga 
3481 aggtgcccaa gctccacagg gccaataata ttagagtata tgtcatatag aataaggtta 
3541 attaggaggg tgattgtgaa taatgagatt tttaattttt ttaagaaaaa gctctcaaat 
3601 gctaggctaa taagttcatg attttaattc atgattttaa ttcatgatta aaattatttg 
3661 attattgagt cttgataatt atatcatcaa ccattaccct ctacatcacc gccccgacct 
3721 tagctctaat tatatcagag ccaaaaatgt gtctttggtt agatctgttg gaaaagagaa 
3781 ttttctataa tgttatgcgc actcagccct tctgttcaca tttacacaca tgcacacaca 
3841 catacacata tgcatttttc ctttacggag taagcaacta tgaaaatctg gttggttgag 
3901 aaataaatgg aagatgttct tgaaaatgac ctcaggaaag cagaagataa aggttccaga 
3961 tgatatttgt aaggaggcta tctctgtata ataaggaaat ggcatagact tattcctaat 
4021 ctcattatga aacgatggtg tcatggacgt ttaaccatat tgcctttcag catgctttga 
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4081 ttttacagag acgacaggct ttggaattta 
4141 ggccctacac cagaccttta ctgaaacata 
4201 taaccagcct tcctgcgtga ttctaatcta 
4261 taatttgata aaccaattga ctctaatagc 
4321 attaagtgta tatatactgg taaaattaat 
4381 gggacatttt gttcccattt tccaagtaac 
4441 gaagaaccat ctgcgattca tttgggtaaa 
4501 ccctataaga tgcccatttg ctttgaatgt 
4561 tttttttttt gagacagagt tttgttcttc 
4621 atctcggctc attgcaacct ccacctcccg 
4681 tgaggagctg agtttacagg catgtgccac 
4741 agacaaggtt tttccctgtt ggtcaggctg 
4801 ccacctcggc ctcccaaagt gctgggatta 
4861 gtagtatctt tcttctgttt tcttttcctg 
4921 tatttattcc aacaacagct cttcagtagg 
4981 aatattcttt tgtatttttc ttcagagata 
5041 aaaaacctaa gttccgatga tgatgaaaca 
5101 gcaataataa caattgtaac aacagcaatt 
5161 gtttcctggt ctcaaaacag taagaacaat 
5221 agctgcataa tgtttagaaa attaaagagt 
5281 gcgggacatt gtcttatggt gtcctgatgt 
5341 tgtgcatgtg tctttgtgtg tgtgagaagg 
5401 tttgaaacga ccaatttcac tttattgtgc 
5461 aataatatga aaataattga tggttttctg 
5521 actgaggtag agatttgtat ttaggaattc 
5581 ctggcttgca ctgtgataag aactaattgt 
5641 acatcagatt ggtagcttga aattggccac 
5701 agacactaca agtcagggct ctagagagct 
5761 agaccaccta caatggtaca atacaaacgt 
5821 agaatttgaa ctatgatgtt atcatagcaa 
5881 aactgagatg gtcctttagg gtcaagtcaa 
5941 gtagaggtgt ggggccaggc attaccttgg 
6001 ggaagggact cagctgtgat ttattatttt 
6061 taaagtttta tatcagaaaa tgttaaacat 
6121 atgcacctat tacccagctt caaacattac 
6181 ccaacccatt tcactccctc tctcaccaga 
6241 tatcagtaaa cattttactg agtatctcta 
6301 tttcaacctc attaaaagat aagtcttcag 
6361 ttaacctttt ctttccctat tgtatagcct 
6421 attatttcta aagtcaatac gtggtgtctt 
6481 cttaccacat gccagacacg atattaagaa 
6541 gagattaata atggcttcat cttggaaggc 
6601 gtgcataaag aggacttcca agactttgat 
6661 ctcttcctta tcaaatcaat tttcttaaaa 
6721 aggagtaatt caatcaagaa taagggaaca 
6781 attcccatgc caatctgggt ttaatgtagg 
6841 gtggtccaaa tgggaggctg aattctgaca 
6901 acagatacaa accaataaaa tatccaacaa 
6961 tttgttttgc tgtggcatat aacagcgctc 
7021 tatcaaaagt attgattgaa ggggctagtg 
7081 tctttcttaa ttaggtttgg gtcggctgca 
7141 aatcatcaca tcgtgctctt acttcattat 
7201 ctgctttgtt tctccagccc aaatgtgtgg 
7261 actaaaggca taaggaagac caaaggatgt 
7321 accctacaac ttaactatga ccccagcatg 
7381 gtagcaatgt ggggtcatgg aaaatgctcc 
7441 ggctgatgca gccaatcagt ctatcagttt 
7501 gccaacaata catgatttcc ccttaatgtg 
7561 caactatttt tatagtgtcc atctcaattt 
7621 cgttatacat gtaaagcttc aattaatcat 
7681 taggtttctt tcatatataa aaatgtgtta 
7741 aaatattttc aacaaaatat ccatgaagag 
7801 acttcaaaat atagattttt aagcgatgta 
7861 aaagttaaag atttcctata tagatgaggc 
7921 gtacataata tagaaaaatg aaaatatttt 



ctaggaagct ggctaaaatc cataccccta 
atagttgtag tgcccaggaa tctacatttt 
tgccaaaatt taagaacatt attcaaactc 
aggaaccttg ttctgattct cttgttcata 
ttattccaca gtcaaccttc tcttctcatt 
ttctctttct acaaaaattg atccaatatt 
attatgcctt cttcagtttt ctgtatcatt 
ggtatctttc ttttctttct ttcttttttt 
ttgttgccca ggctatagtg caatggcaag 
ggttcaagcg attctcctgc ctcagcctcc 
caagcatggc taattttcta tttttagtag 
gtctcgaact cctgacctta ggtgatcctc 
caggcgtgag ccaccgtgcc cggcctgaat 
ctctttaaaa aacaaccttc aacctctgat 
gtaaaagtct taacagttct tcaaacgaac 
gcaaatgtta taaatggcct actctgattt 
ttaactctta aatatacatt ttgatttata 
aagaacagca tctggtgaat tcttggcaat 
ttgaagtctg ttctttagaa tgccctactc 
ctgtatttta aatattttta ggtaattatt 
acgtggggtg tgcatgtgtg tgtgtgtgtg 
acagagagaa atgtatgttt cactgaaaca 
ctgtaaaatg ttagttttaa aataaataaa 
ttgatttagt ttaggttacc ctgaaaaaag 
cactgggaaa attggtaggg gtggctggag 
gcacatttct ttctaattcc tcattcagtg 
aatgggagta tttacaccat ggaaattggc 
gtctgttaaa catttactag cacaccactg 
aagagtaaag gaacaggatt ggaaagagga 
aggcctcagc caattccatg gaaactgggc 
aatgacaagg atgccagatg caagctatca 
gcaggtctgt tgagctgaca acaatgcctg 
ttaaatgatt tctaattgat ccattttttt 
acgtaaaatc gaatagtata atgagcccac 
caatttatgg ccagtctttt cttctattcc 
ttgctttgaa gcacatccca gaaatcatat 
aaaggaaggg gtgtcttaat ttattcttct 
gataacaaag gcatcaaaag gagtcaaatg 
gcatgtaaat tccctggatt aaaactagaa 
gaaggacaat aaagcaatca tttttagaca 
ctgcaacatt atcttccaag tactcttgta 
aagtatattc aagttatgag gggattaaca 
ggtagattgt tttttcttag aatgtttatc 
agttatttta gctaaacgtt atatattagc 
agtgaaacca gtttcatttg gaaaaggttg 
gactggttat tctaattttc attgcatcct 
tttgcaagtc aactgctctg agaagttatc 
cagaagttca gaataggagc aaaaggagac 
ccttttattc agcccagctg ctaattttta 
gttttggccc tcacccaagt ttattcaaga 
gtgcccatgg ccagggatag gtctggctcc 
gggccaagaa ctaaggcaag gaaatggctg 
ggttttttcc cagatctgaa gcatgcgtgg 
gtaatggctt cgctgtgatg aaatcaatct 
aataaggctc tgtgtgtgaa aagtgaatgg 
tggcatcatt tgaataaaaa cttttcaaca 
ttttgccctt ttaagggcaa aataatctct 
tctgttttgt aaataattgt ggttgtcata 
tatataattt acaccagtct tttaaaaaaa 
agccacaaat tataagcacc tgtaacaaaa 
atattttaaa atgaaattca gttccctcta 
tttttaactc taaaaaaatt atcaaataaa 
ttaatgagac aattctaagt gggaccaatc 
tataactgct atatacagtc aatgtaacag 
attaaagtgg gtccatttct agtaagatga 
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7981 aaactaacat tttcaaaagt tacactgatt atttgagcat ctattgtttc taatagcgaa 
8041 ttagagagga agtatgactg gtattgacat cagtcaacat ggctctcgat tgtgaataga 
8101 aatagaaagc cagagattac cagttatttg atgaaaacca gcaataccaa agtgggtagc 
8161 caaggagaaa aaaatgagaa atatcttact gactgaaaca gacaattcct ggaaaagtta 
8221 actttttaaa agttctaatt atgatctttg taggtcaacc tgattgtata aagaaattac 
8281 atccacaaaa caagaatagg ctgatatgta aaggaaccca gagtttataa aaattaaaaa 
8341 tatgtaatat taaagtggtg aaaatcaata gaaagcaaag aagaaaaaat ctttgaatct 
'8401 cagaatataa agcaaaggcc agaaaaaaat agaaaacatg agaaaaaatg taaaacgaca 
8461 aagaggatac atacaggagg aacaatatcc atctaataaa aacttgagaa agcattataa 
8521 tccctgaggc tgaaacaaaa tggaagatga aaatggacta gcaagtgcta agcggatgaa 
8581 tataaaaaga tttttatcta aatacacctt cataaaattt ttactatccc aaggataaag 
8641 ggaagaactt aaaattgttt tcagctagaa aaaaaatttt cacctaaaaa ggtaaaagta 
8701 attgctttta ctactgaata ttataaacat ggaaagttca taccaatttt cacatctgtt 
8761 aacagtgtat aagttatcca tttctccaat ctgcaccaat actattatta tttttataac 
8821 atttgtcaat cttataggat aaaaaggggt tctctttcat aaatgatgtc catttatagt 
8881 gatttctttt catatatata tactggctgc ttgtatttgt cttttgcaca tttgtttgaa 
8941 tcccctgcta ctatttctat tgtaaatacc tcatcagcaa taccagatac tagaagacaa 
9001 caaagcactg ccttcagaat tcatagggaa aatacttttg aatctaaaat cctatgtcca 
9061 gaaaagtctg tctaataaag ggagagtaaa acggggattt ttttaaatga aagattcaga 
9121 aagtttactt cagtaccctt cctttaaaaa attacttgat gaatacttca ataaacactt 
9181 ccaagtaaaa gaaagacata gtatccagga aagagtgaaa ttaatataat agtataatga 
9241 aaagaaattt tggaatgata attaaggtag attaaatcaa aaggtgatgg gtaatttttt 
9301 gctcaagtcc cactgggtgt ccctggttgc caagcaatct cctccacatg gtgtttcagg 
9361 gacccaggct atttccagcc tgtggctcca ccaaccccta ggactttgcc attgcatgtg 
9421 tggttatggc tccaggtttc agcctgggga aaagaaaaag tgatcatgga agagggctcc 
9481 ctttaccctg tatgatgatt gacttaactc tgactcttta gacacattga gagtgctggc 
9541 aagccctatt tccaagatct caggggagca tccagagatc tataaaaagc agaattgctg 
9601 cagagaatgc cctaatatct tagttcctag agatgtaacc ctcctatccc aaagctgctc 
9661 caacaccaac ttcatttact cacatcagac agatgaaatc ttataagctt catccattct 
9721 ccagctacag aacccagagt catgaccaca cagccagttg gtcagcaggt tagaccagtt 
9781 acttcttgcg tcatgtctca ttcttatcaa gtatggatgc actcacctag ttcctcagga 
9841 aagatatgct tacttctgtt cacagtgtac aaggtggctg taagatgtga atgctctcag 
9901 caaaggcacc tttgaaatgg atgggctagg ctggaggagg gggcgttaca gcagtggttg 
9961 tccatctgct gtcctggcca caagaaccat gggcatgcta agtctggccc atatgctcct 
10021 caggatatga aaacagaggt gataggtttc tcacctctgt gatctttgct ctgcctctca 
10081 cattgtcaca cctcacttca agaccctcct gggtttcatt agtgatggtg aaagtgagcc 
10141 aactggggat tggtgtaggt ttgtttggaa ttgcctcttt taaaatttca ctttcacagg 
10201 gtaatagcct ggagtcaact ctttggtgaa atgctggaaa agaaaaaata tggtgcactt 
10261 tatggcttgt ttatccatct gcaccttccc tgatgcatgt tcctggagtc tctgccttcc 
10321 tgggttgtga cctttcagaa ttttgtagct tgttcaaagc tattcttctg tgacagttta 
10381 aggactagaa gagagagcca ctaaaaataa cagtgtgcac aacaattcat tcctgcccca 
10441 tccccagtgc cgttcttcat ttccacgtcc agccttcaat gtgtatatat gtgaatgatg 
10501 tgaaaatgaa atttacatat ggtaggttct caccttgtag aagtacgaat ttacaggtct 
10561 gattttagaa aattattgtt catcacatcc catgggcatg ttcaggtctt ttaaatttat 
10621 acttctgaag ttcatgatta aatagatgtt atacattaaa gaagaaaagt tcaaaatgag 
10681 agagaggcaa cttgaacata catttagtta accaaagctt aaaaaataat ttgaaaattg 
10741 tcttaggctc attataatga tcttgaatta tactcttaag atattccagg cagggtgtgg 
10801 tggcgcatgc ctgtaattcc agcactttgg gaggctgagg tggatagatc gcttgagccc 
10861 aggagttcaa gaccagcctg ggcaacgtgg taaaacccca tatctacaaa aaatttaaaa 
10921 aattagccag gcatagtggc atgcgcctct agtttcagtt cctcagaaga ctgaggcggt 
10 981 agaatcactt gagcctggga agtcgaagct gcagtgagcc gtaatgcagc cactgtactc 
11041 cagcctgggt gacagagtga aaccttgtca cgaaaaaaaa aaaaaagaga tattccatag 
11101 aagatgaact tctttcatta cgtctcaaat tttcatctac aagatgcatt aaaaatgtac 
11161 aggtctcttt gatatggttt ggctgtgtcc ctacccaaat atcaccttaa actgtaataa 
11221 tccccacatg tcatgggcag ggtcaggtgg agataattga atcatggggg cagtaccccc 
11281 atatggttct catagtagtg aataagtctc acgagatcta atggttttat aaatgcaaat 
11341 tcccctgcat aagctgtctt gcctgccgcc gtgtaatatg tgactttgct cttcattcgc 
11401 tttctgccat gattataagg cctccccagt catgtggaac tgtgagtcaa ttatactctt 
11461 tcctttataa attacccagt ctcaggtatg tctttattag aagtgtgaga acagactaat 
11521 acactcctaa acttgcaatt ctacctctga gaatttacac tagagaaata cttaagaact 
11581 ttagtttctg gaaacatgat gatctcacca gaaatcctct cattgcaaag tggaaatact 
11641 ggataaaatg taagattctt taaatgtagg actgagccca caagaaagga aaatccccag 
11701 ggataaaata tgaagaggaa cctgaaatca taagctgtaa tagctaagct gaaattctgg 
11761 aggtcttatg ggtattttct ggtcttagta acagaggttt ttccctcttt gttccagttt 
11821 ccttcccaca tagggaaaaa agatgaagac ttaggcaaca aagataaaga cttaggccag 
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11881 tgagaggtgg gaagttagac tacaaaaatc 
11941 gcttttctgt ctaggctcta gatgaaaaaa 
12001 caggcctgac ctcacgagtt tggcacttag 
12061 taacttaaac atgttctgtg ctggtaatat 
12121 aatatctctg aaaggtcata ttcttccact 
12181 agcttagatc caaaattata aaatgcatgg 
12241 gaagtagatc ccagaaacca taacaataga 
12301 gtgttaatga ttaaagatat aaagaatgaa 
12361 tggaaaacag aacttttaga aatgtcaaaa 
12421 gggttaaaca ggaacttaga ctcaccttaa 
12481 ttattgagaa tgcagtctaa agaaataagg 
12541 tacataagat caggtcatct gcaaacagga 
12601 gccctttatt tctttctctg gcctcattac 
12661 taagagtggt gagagtgggc atctttgcct 
12721 tggatttgtc atatgtggcc tttattatgt 
12781 gtatatcatg aaggattgtt gaattttatc 
12841 catatgattt tgtccttcag tctatttatg 
12901 ctgaaccatc tttgcattcc tgggatacat 
12961 tctgttgttg gattcagtta gctagtatta 
13021 atattgtcct gtagcttttt tgttgtgtcc 
13081 aaaaatctag gctctaccag aaaactctta 
13141 ggatacaaaa ttaatataca aaaatcagta 
13201 gaaaagaaat taataagttt atcccacgta 
13261 gaaataagtt taaccaagga ggtaaaggac 
13321 agagaaattg ggctgggcac gatggctcat 
13381 ggcaggtgaa tcacttgagg tcaggaattt 
13441 catctctgct aaaaatagaa aaagttagcc 
13501 ctactgggga ggctgaggca ggagaatcgc 
13561 ctgagatcat gccactgcac tccagcctgg 
13 621 aaaaaaaaag gaaagaaatt gaaggggata 
13 681 agaattaata ttgttaaaat gaacatacta 
13741 tctatcaaaa cactagacat ttttcaaaga 
13801 aaccatagaa gatcccaaat agtgaaaaca 
13 861 atcacactgc cagacatcaa aatatactac 

13 92 1 tggcataaaa acagacacat agaccaatga 
13981 tatatctaca gccaactgat ttttgatgaa 
14041 tgtctcttca ataaatggtg ctgggaaaac 
14101 gacccccacc tctcattgta taaaaaaatc 
14161 aacctgaaac aacaaaactg ctagaagaaa 
14221 tggggaaaga ttttatgtat aagtcctcaa 
14281 tgaatcaaac taaaaagctt ccacacaaca 
14341 cctatagaat gggagaatat atttgcaaac 
14401 atatacaagg aactcagaca tttcaacaac 
14461 aaatgatctg agcagacatt tctcaaaaga 
14521 aaaaaatgct cagcatcact tatcatcagg 
14581 tatctcaccc cagttaagat gactgttatc 

14 641 ggatataaag aaaagggaac tcttacagac 
14701 ctatgaacaa cagtgtgaag gttccccaaa 
14761 tcccactact aggtatatat ccaaaagaag 
14821 ctcccatgtt tatttcagca ctactcgcaa 
14881 caacaacaga tgaatgaaga aaatgtggta 
14941 caaaaagaat gaaatcctgt catttggggc 
15001 aagtgaaata agccaggaac agaaagttaa 
15061 ctaaaaaaaa aaaaaaagtt gatcttatag 
15121 gcttgtaaag gtaggggaaa gggaggaatg 
15181 cagctagata caaaattaca gctagatagg 
15241 taggatgact atagttaata ataatacatc 
15301 tgtccccaac acaaagaaat gatatgtatt 
15361 ttgattacta tactttatat gtatccaaac 
15421 tatttttgtc aactaaaaaa ataaaattaa 
15481 tgaattgagg atactacaaa gattgagcaa 
15541 aatgttggaa ataatgtaac cacttacaaa 
15601 taatttttat ttgacaagtt taattaactc 
15661 gacattgaga gtataaattt gtaagcctaa 
15721 taggaaaata tctttaaaaa actatactag 



cacccaaagg catagagcaa tgacaaagaa 
aaattgaagt actctgagaa atcataacca 
atttacacta gaattttcat gggaagagat 
ccattgtgta cctggcagaa gccattagaa 
gggttcccca ctgagattct acagaagatg 
ggaacaaatg cactatgaga aacagtagta 
tatcctctga tagacatgag aaaacatcat 
ctgaaaatat aggaaaagat gagactggtt 
tataataatt aatagtaaaa atcaatagat 
gagaaaatta gtgaaccata taaaagaaaa 
agataggaaa tatataggag agtttaactg 
aaatttgact tcctcctttc ccatttggat 
tgtggttaag acttccagaa ctgtgttgaa 
tcttccagtt ccattcagta agatgttagc 
tgaggtttcc atacctaatt tattaagagt 
aaaagctttt tctgcatcta tcaaggtgat 
tgatgtacaa tgtttattga attgcatatg 
ttcacttgat catggtgtat ttttttttga 
tgttaaggat ttttgcatct atgttcagag 
ttgtctgatt ttgatatcag ggttttatag 
gaactgataa acaaattcaa taaaattgca 
gtgtttctgt atatgaacaa caaactagct 
caatcgctac caaaaacaat agaataccaa 
ctctataagg aaaactacaa aacaatgatg 
gcctgtaatc ccagcacttt gggaggctga 
gagaccaggc tggccaacat ggtgaaaccc 
atgcatggtg gcacacacct gtaatcccag 
ttgaacccag gaggcagaga ttgaagtgag 
gtgacagagt gagactctgt ctcaaaaaga 
caaatagaca tcccatgctc atggattgga 
ctcaaaggaa tctacagagt caatgcaatc 
aacagaaaaa aaattctaaa atctgtatgg 
atcctgagca aaaagaacaa agctagaagt 
aaagctgtag taaccaaaac atcatggtgc 
aatagaaagg agaacccaga tattaatcca 
gatgccaaga acactattta gggaaaggac 
tggatatcca tatgcagaag aataaaatta 
aattcagaat taatgaaaga cctaaatgta 
acatagcaga aatgcttcag gacattggtc 
aagcacaggc aacaaaagaa aacataggac 
aagaaaacaa tcaacagagt gagaggacaa 
tacttacctg acagagaatt aatatccaga 
aacaacaaca aaaacaatgt aaaaatgggc 
catacataca aagggtcaac aaatacatga 
gaaacgcaaa taaaaaccac agtgaggtaa 
aaaaaaacag aaaataacaa atgctggcaa 
tgttcgtggg aatgtaaact ggtacagcca 
aaacctcaaa tagaactaac ataaaaggaa 
gtaaatcatt atacggaaga gacatatgca 
tagccaaaat aggtgatcta cctaggtatc 
tatatacaca atggaatatt actcaaccat 
aacatagagg gaactcaagg acattatgtt 
acaccacgtg ttctcactca tatatggaag 
aagtaaaaag taaaacaaaa gataccagag 
gggsgagact tattgaagga tacaaaatta 
agaaataggt tctagtgttc tataccactg 
atttcaaaca gctagaagga ggattctgaa 
taagatgatg aatatgctag ttaccctaat 
atcactatgt accccatgaa tatgtacaat 
aaacaaggaa actgtgaagg agtttaagaa 
cagggataac aacattgttt ccgaaatcta 
tagaattttt gtttaatttt agtattttta 
aaggtaaata cctgtaaaaa tgtatctatt 
atatttaaaa catgtattcg tataaatgca 
attttctttg gataagtaga attatgtgcg 
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15781 tgtgtgtgtg tgtgtgtgtg .tgtgtgtgtg 
15841 aatttggaga aaaaatacca acatactgga 
15901 attcattctt gtttaatgcc tttatttgaa 
15961 ataatggtca agactgctta gaggtttgtg 
16021 gcctcttgag agtcctcctg acccatgcag 
16081 cgtcacacag ggtcaatatc tggattttac 
16141 tttaccccgg agagtctgct ccattcagag 
16201 ggtttttagg acacccagct tccgtgagga 
16261 gtaggatgaa tctgttgatt tcccccaata 
.16321 gagagtttgt agtctatgga cacagcgttg 
16381 ccttctctga agtcatcact catccagact 
16441 cctgattcta ggggtcaaca gtcattcatg 
16501 agtaatgatt tcaagaataa attctgcctt 
16561 gacactctat tgcaaaagca attacatatc 
16621 aacaccacat ttccaaactg gagtaatttc 
16681 tttgattaaa tgcctgtaac ctaccaagcc 
16741 ggcacaaaag ccatgttctg aggtcttctt 
16801 caaaattaat attttcttaa tcttctgggc 
16861 ctgctttccc ttcccttcag actgctgtct 
16921 gagcagccac tgaacatttg ttaatttgtt 
16981 tagctcttca atgttaaaga tgaggaagta 
17 041 aaaggcataa atcgccaggc cgtgagaaac 
17101 ctctccctac tctcctaaac tgcctcccta 
17161 aggagataat agggaaggaa gataaaagcc 
17221 ttctggcaaa tgaacccaat gatctggtta 
17281 agttcacagc aagatttaat aaaaagagtc 
17341 catgctggtg tcttcttaga gcagatgctc 
17401 tgtaggttag tgaacaaaca ctctgacagc 
17461 ttaaagattc tctcttgact caggagtccc 
17521 ggagcaactc tctcccatga gccattggaa 
17581 accaggggtg ataatctgaa agtatgttct 
17641 tagtgctcca gctgcccaca ggggcaacag 
17701 tccttccctg gccccctttt ccactctctc 
17761 actcctggca cccaaatcct tgtccctggg 
17821 cagctctttt cttttcaccc acaaacatct 
17881 acgagagctt gctcagtaac tatgataaag 
17941 acctttccac tggaatgtct tgacaaagaa 
18001 cttttaaacg tgatgacgat gagacatatt 
18061 caagatcaga ggtcaagtag acctagatta 
18121 ttgcctcaga ggagttactc aatatctctg 
18181 tcttaaattt taccttataa tgacttaatg 
18241 accaggcata gtgtatgtgc tcaataatgt 
183 01 acaaaaacct aagtagtaag gataaaagag 
18361 tgggaattgt ggcaaagaga ttaattcaag 
18421 aaagcccaca tcaaccaaac aaaatacccc 
18481 ctttgtgact tctgttagga aaccagacta 
18541 tcttaaaata ttccgtcttt ccttcattgc 
18601 ccacttccat gtaatcaaat atatagatat 
18661 accattctcc aggctcctac ctggcatgta 
18721 tctcatatat tttattatca ttgtatttag 
18781 tctctgatat agtgttagat gcacagttgc 
18841 ccagccactg tcctacatcc tctgttttta 
18901 ataccctcaa cctcctcatg atccagaagc 
18961 tatattatga ttggtgaaat ccaatgccaa 
19021 gattctctcc acatcttcca tgagcttctt 
19081 tattcacagc accaagaaca gtccctaacc 
19141 aggaacaaat aaataattca aacaagtagc 
19201 gtgtttcata tcagtgattt acatgacgat 
19261 taaggaattt gattcttctt tcaaaatatt 
19321 aatctccacg atccctgtat ccaagttcat 
19381 aagatgtgga gtttatttct ccatcctttg 
19441 gtccatagga caatagcaaa catgatgcaa 
19501 ggtttgccct cttgctatta gcaaccctga 
19561 ggctggataa tgagagacca cacaaaacag 
19621 attaatcagc ctgccaactg cctgccagac 



tgtataatct tccagaatta gaaaataaac 
ataactcaga acatcactct tggattaata 
gtccccactg ctgggtactg gaccctgaag 
gctttgtatt ccaagacaaa agtgtgagag 
agtgaacctg gatctcagac atggagtgcc 
agaaacacct ggccttatcc tccacagctg 
agctgtccac tctggagagt ctccagatac 
taatgagaga gctagacccc atgtcattct 
ccacccactc accaagcccc tcccatactg 
gccattctgt attcagaata aacagcctgc 
gtaggttggc ctccccacct cattctgaat 
aggacctgga cactcataag agaaaaatct 
ggactgtaag cttcctgctt caggaatcat 
acaagataca aacactgtca atatgctatt 
atacacccca gccagacaat aacacttagc 
ctattctagg tacctaagca acacagttgc 
tagcttcccc atcatgtcca ccagcgcttg 
aaaaattaag ggcaaaatac tgcccagctt 
cctctaagtt ctcccaatat agaaagtcta 
tgcttcttac catcattttt gagtctggca 
gactaagagg gaaaagtaac attggaatac 
tgttcagtct gtcctatccc aaggactaag 
cacaaatact taatgagtaa caaatgtgtc 
acttctgtcc ctacctgtga gatgctcatg 
aaagatcaag tgtttatgga aggccagctg 
atgacatcct tgggcttact ttattctctg 
atatcctctt agcccacctt ggaggttacc 
tccctatccc aagcacctgc atccctctgg 
tggttcacat aggcaggagt ggatgtctca 
ctggcagata agcaccttgg cctctttgcc 
gcacagcatc tcagaatgtc cttagcaaga 
gctcatcaat gaacccttta cggcagtctt 
atcatgcttc tggaatctcc tcccacgtaa 
tctgatttta ggtgagccca agcaagaaga 
aatcttgagg tctatggtct tataggagtc 
ttataacctt ctctaaggaa ccaaatattg 
actactgact atatggaaag tgtccggtgt 
acccacttgc tctgatgtgg tggtaaaatg 
aaaccccagc tccacctctt tttagatgag 
agacgcagtt ccttcatctg taaaatcaga 
tgttaagaaa tgtaaaatat caagcacatt 
gaagtagtat agaattcaga gattgcaaac 
aagccagctg agtgctacat taggctgtag 
ctctttccaa aagcattaaa gttcacattt 
atgagccaga tctcacctgt gggcttccct 
agccctgcct tttcacatgc tgtttcttct 
ctgtcaaact cctattcatc ttaaaaatcc 
gcttccactt ttctttacaa gagtaatttc 
gtaattaatg cattgcattt cattatctgc 
ttatctgctg tcacatattt catcatctgc 
aactgacctg attatttcca tgaggggtaa 
ctcttctgtc atcccaattt ctatcctgga 
cttaggaccc tcctcctgcc caagctgcta 
tcaattgtta aacatgtaaa atttcttcct 
aaaggcaaag accttattct cttccccttt 
cacagcagaa attaataaat gaatgagtga 
gaattatctt tcttaggcat ttagcactca 
aaagtagaca tcgattgaca acagttcatt 
tcatctgagg aacatagcaa aatagctaaa 
atggactgta actttgccac tgttcctaac 
aatctgggtt gggccatgtc ccttgcttca 
gctgaggctt aaaaaatgtt tatacaatag 
gaccaccatg tgaagtcatc caagccagaa 
aagtggactg actcatctaa ggcttcctag 
gtgtgggtga atccatccta gaccatccat 
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19681 ccttagctga gatattaaga ccagaagatc tgcagccaac ttacagaatt gtaagaagga 
19741 ttaaatgctt gttgctttaa gctattaatg tttgggttga tttgttaggt agcaaaagct 
19801 aactgataca agtatatttt aataagtctc tagtcaaaat ttgcatttac aaagcaacat 
19861 aaaaagtaaa tttcttggaa attaaagaga aacacacatg gattatctac taaaaacata 
19921 taatattaag aatttttacc aaaaaattta ataggttgag agtaaaatat tcttagatag 
19981 gaaatgagaa ttttacaaat aattctctcc aaattataaa cttaataaaa acaaaactat 
20041 tttgaaaaat aacaatgaac aatggcagat tatcaagcaa tagcacaagc agttttcttt 
20101 tataagaaag taaaatagtg gaccgggcgt ggtggctcac gcctgtaatc ccagcacttt 
20161 gggaggctga ggtgggcgga tcacgaggtc aggagattga gaccaacctg gctaacatgg 
20221 tgaaacgctg tctctactaa aaatacaaaa aattagccgg gcatggtggc acatgcctgt 
20281 aatcgcagct actcaggagg ctgaggcggg agaatggtgt gaacccagga ggcagagctt 
20341 gcagtgagtc gagatcacgc cactgcactc cagcctaggt gacagagtga gactctgtct 
20401 caaaaaaaaa aaaaaaaaga aagaaagaaa gtaaaatagt gtggtagtgt ggtactgtat 
20461 aaatttgtat tcaacattta ttcaagaaat atttattaag tattcactag gtgccaagca 
20521 ctgttctagc tattaggata cagcaataaa taagacagat caagtgacag taacctcata 
20581 aaggttataa atcaagcaat agattataga acaaaagaga agaatacaaa taagcccagg 
20641 tacctatgaa atcttacatg atgatgaact aaccaaaaca atgaagatgt gaaaagtgat 
20701 ttaattgtat tgtaatagta cataagtact ttaagaaatt taatttttta atattgctta 
20761 tcagtagtat aatatattca ttcttcaatt gtccataagc tataaataat actattctaa 
20821 gcccttcagg ttgaatgaat taatacattg cacttcaggt ttttataaga cctgattaaa 
20881 acctttaatc tttcacaatc acaagctcaa gtagtagact taattgttag tcttaattat 
20941 ttctgccact gtggtattat gataatccac attgttgtca tggacttatg ggcatagtat 
21001 tctttccctt cctttgactt tgggcttggg tatgtgacat gctttggcca ataggagcag 
21061 ggctttaaat tctgcttgta tgattggcca tgtcttccca cacttctgct ttttgccatg 
21121 aaaaatacat atttaagaag tttttggtct gaggaggata agagacatat ggggtaaaca 
21181 atccacagct ggaatcaagc ccaactaagc ccagtctagg tcagctgaac ctaagctgac 
21241 ccacagacac gagtgagaaa taaatgctta ctgttataag ctactgagtt accataccaa 
21301 cacataggaa gatctataca ttttaaat4.a ctgaatgctt aaaaactaaa agaaaatatt 
21361 agggaagatt ttttttccct caaatatgga agattaaaaa aataacatat aatgacttta 
21421 tttaaaaatc agtactatca aaaagaacca ataaataaat gggcaaaaga catgagaaga 
21481 caataatttc atataataaa tacataaaga aaaatgttaa atttgaacag caataaaaaa 
21541 tgcagagtaa atccataata aagcaccatt tccaatgctc tacttattaa aaatatgaat 
21601 aatataagtt gtgttttggg gaaactaggc cactgctctt aagacagagt ccaagcactt 
21661 cacaatgatc actaaacccc actccaatgt catctcccac ccctccccca aatccagctc 
21721 cactgccatc tttctgaaat gttcttaggt tccgccttcc tcaggtacct ctcatacatt 
21781 attcctgaag atattccttc ttcctccttg tcaccctcac ttcccagctc accactacct 
21841 ctttctccta gttgacagca tataatttta ctatatcatg tttaccctag gagatatggt 
21901 cactacatgg aataatggca gaattgtccc tattattgaa attgtttatt ttctgtatcc 
21961 ttaatttttg ttgcacacct gtacttgatt ccatgtgact ccattgactt tatgacaatg 
22021 gaattctctc taaaatttca gtacagaatc ccactttatt ggtgacctgc taagggcctt 

22 081 acattacctt ctcatagatt attgtctcat aaaagtcatg gcaacaacat tgcaaagtaa 
22141 ctataaacat actcattttt atagaaaaat aaagtctcaa agaggaggtt aaggacactt 
22201 ccaatctcag ctctcacatg taatgagctt ggaagtcatc actcccatcc ttatagcaag 
22261 aaatgtctga acaaactgaa aatccatcac ttttcttggg ctcatcagaa aactgacatg 
22321 gcagggcaaa ctgtgactcc aaaatctggg catccagggg catccaggaa gtcacagtta 
22381 agatctactt acctggagca aaagctgttg aagcctaaag tagtaagaac tctcaaatag 
22441 taattttggt gaatttgtgg aggctcagtg tacactagca tgatagtgag aaactcctgg 
22501 gatccccagt cttagaaggg ggccagattt tcataaggct tacctccagg aatgccacaa 
22561 ggtctcacaa tgaagatcca agaaagattc cctcctggct ctggctgggt ataggaaaag 
22621 taatccttgt taaatatgta cataacactt tccataacaa agacctactt tcccgggggg 
22681 aaaaatgttg ccagagccgt attctttctg ggaaagggat atttctctta cgttagtctc 
22741 cagtcttctt attttaccta aagaggctgc aggggaagaa aacatagcca acagtggaca 
22801 tgaccctaag gaaatagact gggaatgctg aaaccaggga agaatgtagg tggaagaggg 
22861 gaaaatagct acattaccag tagaacagtt gtgaaggtca cagcccaaag acataggcta 
22921 aatagaacac tgagatttaa ttgaaagatt acaaaacact ccccttcccc aacaccttat 
22981 accaagagag ctccattata atgacaatat attacagctg acagagtctt tctaaagagg 
23041 aatctgcagg gaaggccaaa atcaagataa aaacaaggat actagaagaa tttgaaactt 
23101 cttgcactta tagctaagcc ttaaacaaag tcatatttct agccagacta ataaaaatcc 
23161 tcacactaaa gacctatttt cagccaatac aatgtgttca actttcaaca aaaaggtaca 
23221 aggcatgcca aaagaagaaa caatctgaaa aataaaccaa tcttcataac tagacttaga 
23281 tgtgatacag atgtttgaat tatcagacag gaaattaaaa taactctgaa aaatgtgtta 
23341 aagcctcaaa tgtaaaaagt aacatgcaag aagagatggg taatgtaaga agagagataa 
23401 aactctaaga gaatcaagtg gaaactttag aaataaaaaa cactgtaaca gaaataaaga 
23461 atgcctttga tggggctcat caggagattt gatgtgattg agaaaagaat cagcgcgctt 

23 521 ggagataagt taacagaaac ttcccaaact gaaatgcaaa cagaaaaata agtgaaaaat 
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23581 gcagaaaaga acatagaagt acttaagaaa aatttcaaaa ggtagaacat atgagtaatg 
23641 gaataccaga aggaaaagaa atgaagcaga agaaatattt taagtagtaa tggctgagaa 
23701 cttaccaaaa ctaattacag acactaaacc atagatctag gaagctcaga gaacactata 
23761 aagataaata caaacaacaa caacaattaa aaaaaaaacc tgaggccaat cacattccaa 
23821 ctgtataaaa agacaaagaa ggccgggcgc agtggctcac ttccataatc ccagcacttt 
23881 gggaggccga ggtgggtgga tcacaaggtc aagagatcaa gaccatcctg gccaatatga 
23941 taaaaccctg tctctactaa aaatacaaaa attagctggg cgtggtagcg cacacctgta 
24001 gtcccagcta ctctgaatgc tgaggcagga gaatcacttg aacctgggag gcggaggttg 
.24061 cagaccactg cactccagcc tggcgacaga gtgagactcc atctcaaaaa aaaaaaaaaa 
24121 aaaaaaaaaa gacaaggaaa atcttgaaag aaaccaaagg aaaaagcacc ttacctaaag 
24181 aagaacaagg ataaggatta cagtggactt ctcatcagaa ccataaaagc aaaaagagaa 
24241 tgaaattgct atgatttgag tatgtccact ccaaaattta tacgttgcca gtgtgagata 
24301 tgtgtgtgta tatacatata tatatatgag ggcattaaga gtaattaggc cactgagggc 
24361 tgctcccttg ttaatagggt taaggtcctt ttaaaagagg cttccctcag gttcagctag 
24421 cttgccctat ttccttttgc cacgtgaaga tgtagcaaga agctcatcag atcaaaggag 
24481 gaaaaattga aagcctttcc tctaagatta agaagaagat aaggatgccc acttttacca 
24541 ctttgctcaa cacagcactg gaagtcctag ccagagcatt agtaagaaaa attaaaagca 
24601 cccaaatttg aaaggaagaa gccaaactgt tcctgcttgc tgatggcatg atcttatatt 
24661 tagaaaaaca cagtccacta aaaaattcct aaactaataa ataaattgag taaagttgca 
24721 ggatacaaaa tcaacataca aaaatcaata gcatttctat atcccaatag caaacaatct 
24781 gaaaaagaaa tcaagaaagc aattccattt ataatagcta caaaaatata ctatcaataa 
24841 atttaaccaa agaggtgaaa tatctctaca ataaaaacta taaaacacag atgaaagaaa 
24901 tcaaagagga cataaacaaa tggaaagata tctcatgttc atagattgaa agattattgt 
24961 tgttaaaata accatactat ccaaagcaat ctacagattc aatgtaatcc ccatcaaata 
25021 accaccagta acattctcca cagaaataga aagaacaatc ctaatattca tacagaacca 
25081 caaaagaccc tgaataccca aagcaagcct gagcaaaaag aacaaagcta actatgttaa 
25141 agcaaactaa atatggctga gaaagactcc atacttctgc atttgagtcc tcatggatga 
25201 actgtaacct agcttaacag tcagaaaaat tgaaaaccta acttaatagt atgcacctgt 
25261 aacaatagct gagcattggc caatcccagc gaccattctt caaccactca tagactgcta 
25321 aatggtcact gcattcaaat aaggcaaatt ccaggctgta accaatctca ctgtttctgt 
25381 acctcacttc tgattcctgt atgtcacttt acgttttttg tctataaatt tgttctgacc 
25441 acaaggcacc cctggagtct ctgtaaatct gctgggattc tggggactgc cagatttgcg 
25501 aatcgcttat tgctcaatca aactccttta aatttaattt ggctgaagtt tttcttttat 
25561 caactataag aatcctaaaa gaaaatctag aaaatactct tctgaacatt gatctaggca 
25621 aagaatttat gactaagtcc tcaaaagcaa atgcaacaaa aacaaaaatt gacaattggg 
25681 acctaattaa actaaagacc ttctgcatag cagaagaaac tgtcaacaga gtaaacatac 
25741 aacctacaga ataggagaaa atatttgcaa actgtgcatc tgacaaagag ctaatatcca 
25801 gcatctataa ggaacttaac caaatttaca agagaaaaac atcaccatta aaaagtgggc 
25861 gaaggacata aatagacact tctcaaaaga agacatctca aagtggccaa caaacatatg 
25921 aaaaaacgct caacatcact aatcatcaga gaaatgcaaa acaaaaccac aatgagatac 
25981 catttcatac caatcagaat ggctattatt aaataaaaaa aatagcagat gttggcaagg 
2 6041 ttgtagagaa aagggaatgc ttatacactg tcaatgggat tgtaaattag ttcagcccct 
26101 gtggaaaagt ttggacattt ctcaaagaac taaaaataga gttaccattc aactcagcaa 
26161 tcccattatt agataggaac ccaaaggaaa ataaatcatt gtaccaaaaa gatacctgca 
26221 ctcacatgtt tatcacagca ctattcataa tagcaaagac ataaaatcaa cataggtgcc 
26281 catcagtggt ggaatgtata aagaaaatgt gttacatata caccatgcaa tactatgcag 
26341 ccataaataa gaataaaatt atgtgctttg caacaacatg gatgcagctg gaggccatta 
26401 ttctacatga attaacacag aaatagaaaa ccaaatactg cacattctca cttacaagtg 
26461 ggagctaaac attaggtgca catggacata aagataggaa caatacacag tggggactcc 
2 6521 aaaagagggt agggagcaag ggttgagaaa ctacttattg ggtcctatgg ttactatttg 
26581 ggtgatgggt ttaatagaaa tcagcatcac acaatatatc catgtaataa acctgcatgt 
26641 gtatcccttg catgtaaaag aaaagaacaa aggtgaaggc aacagaccac ctgacttcaa 
26701 aatatactgt aaagctatag taaccaaaat accatggtac tggcataaaa acagacacat 
26761 agaccaatgg aaccaaatca ataacccata aataaaacca tgtattaaca gccaaccaat 
26821 ttccaacaaa ggtaccaaaa acaaacatta gggaagggac agtctcctca gtgagtggtg 
26881 ctgggaaaac tgaatgtttc atatacacaa gaatgaaatt agaccgctat cttcaccata 
26941 tacaaaaatc aactcaaaat ggattgaaga cttaaatgta agacctgaaa atgataaaac 
27001 tactagaaga aaacattggg taaacacttt aggacactgg tctggggaaa gatgttttgg 
27061 gtaagaactt aaaagcatag gcaacaaaag caaaaataga caaatggaat tatatcaaac 
27121 taaaaaactt ccgcatggca aaggaaccaa ccaacagggt gaagctacaa cctacagaat 
27181 aggagaaaat acttgcaata tatctcttct gcaagggatt aatattcaga atatataagg 
27241 aactcaaata acagctaaaa aagaaaaaat acaaataatc aaattttaaa atgagcaaat 
27301 tatccaaaca gacttatctc aaaaaaaaga aaaaatacat acaaatggcc aaaaggtgga 
27361. tgaaaaatgt tcagtatcac taatcatcaa ggaaaagcaa attaaaacca cagtgaaata 
27421 ttattttgcc cctgttaaat tatgaaaatt acaaaaaata acaaatgctt gcaaggatat 
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27481 ggagaaaggc gaactcttat atactgttag 
27541 caaaacagta taaaactttc tcaaaaaact 
27601 accattactg agtatagatc caaaggaaag 
27661 tcccatgttt attgcagcac tattcacaat 
27721 ttaacacatg aatggatgag gaaaatgtag 
27781 attaaaaatt ataatttctg cattttgcag 
27841 taagtgaaat aaatcaagca cagaaagaca 
27901 gctaaaaacg ttggttacat agaagtagag 
27961 ggaccagagg agaggagata ggcagagctt 
28021 agaggaataa gttctggggt tctatagtgc 
28081 ttgtatattt caaaacagct agaagaaaga 
28141 taaatgtttg gggtgatgga tatttgaatt 
28201 gtgtattgaa atatcacctg tgcctcataa 
28261 ttgttaatta tatttctaaa aagaagccta 
28321 gatttctcag cctccagaat tgtgagaaat 
28381 tgtggtattc tgttatagca gcatgaagac 
28441 aaaaatcaac aacctagaat tctgtatcca 
28501 ctttctcagg cagacaaaag ctgagggaat 
28561 tgttaaaagt tttcgaggca gaaggaaaat 
28621 agaacagggc cgggaatggc agctcattcc 
2 8681 gggtggatag cttgagccca ggagttcaag 
28741 gtcaaaagtg tttttaaaaa acattagccc 
28801 tactcaggag gctgaggtgg caggatcact 
28861 tctgatcaat gcactctacg ttgggcaaca 
28921 acacacacac aggcacacat gacacacaat 
28981 actgcagcct ggacctgcta ggctcaaggg 
29041 agactacagg cacgcaccac cacgcttgat 
29101 tttgtttttt ttttttgtag agaaagggtc 
29161 aagccgtcct cccacctcag cctcccaaac 
2 9221 agggcctaaa taataacttt tcagaagtaa 
29281 gcatatggtt aagtaagata aatgacagca 
29341 aaatattctg ttcaatgaca cctgtacttc 
29401 acagactgag attagctttc cagaaaatgt 
29461 aaattttttc ggtataatta atatgctaag 
29521 cttaattaaa accaaaaaaa gcaaaagtgc 
29581 tgagaagaaa acaattacaa acatgacagc 
29641 ttaaatcaga atagtctaaa tacaccaatt 
2 9701 aaaaatcaaa gatgtggtaa gtggaaacac 
2 9761 acaataaagg cacaatagaa tgactgggca 
29821 actgacctga gtcaagctac gtccatcaaa 
29881 aaatagctct agatattcaa agagttgtta 
29941 ttcggttgca agtaagaaaa tactgtataa 
30001 ttctcaccta agagaaaggc cagagacagg 
30061 agtgtcatca aggagccaga ctacctctct 
30121 cttatgtctg ttgcctcatt atcccaaagt 
30181 attcaagaca agaaaatagg aaagcggcat 
30241 aagtaggtgc tttccctgca attccctcag 
30301 actatgttac ataaccacct gtagatgcaa 
30361 ttcaatctat gtaatttatg taggtgatac 
30421 gctaccgttg tatatccaaa tgaaaacaga 
30481 tgttttttct tcttttgttg tctaagtttt 
30541 ctattgaaga ttatctaggt aagccataaa 
30601 tctctgagct atatctggag tatatgtttc 
30661 aaaacataat ttaggtgaat acattgtgca 
30721 atacaagagg tttaagttat atcattctag 
30781 aagccaggag tccagtagaa cattctcaat 
30841 gcttccttaa gcaacaaaag gagtttctta 
30901 taatgtcacc aagaaatgtg tgtgtgtgtg 
30961 tgtgtgtttc catgtgtctt ttctgccatc 
31021 gactcatgct cacatgatgg ctgccaacaa 
31081 ttaaaatttg acaaagagat aaagagatat 
31141 accatgtttc accctgttct gactgaatcc 
31201 tcaatcactg tgacaataag agcacaatga 
31261 ccctgtaacc agtgatggga tgaatttcat 
31321 agagggggtg cgcctggggt gccttgcagc 



cgggaatata agttagtaca gccattaaaa 
aaaaatagaa ataccatttg atccagcaat 
gaaatcagct ctcggacgag gtatctgcat 
agcaaaacta tgaaacaaac taagtgtcca 
tatatataca caatagaata gtattcatct 
taacatacat gagtgtggag gatatcatgt 
aatactgcgt gttctcattc atatgtggaa 
agtagaatac tggtttccag aggctgataa 
ggttaatggg tacaaaatta cagttagatg 
aattaggtga ctacagttaa caacaattta 
aatttgaatg ttccaaatac aaagaaatga 
gccttgattt gatcaccaca ggttgcatat 
atatgtacaa ttattatgta tcaattaaaa 
ataagaccaa atactggcac ctttgtcttg 
aagtttctgt tctttgtcaa ttacccagtc 
agaagtaaaa tgtctgaagt gttgaaagaa 
aagaaattat ttcataagtg aaagaaaaat 
tcactgggag cagatctgcc ctgtaagaaa 
aacatggatc tgaaatttgg aggtacataa 
tgtaatccca gcaatttggg aggccagaga 
accagctggg gcaatgtggt aagaccccat 
agtacggtgg caggtgcctg tggtcccagc 
tgaacccaag tgatcaaggc tgcagtgagc 
gagcaagacc ctatctcaaa acacacaaac 
gctgggagtt cagtggtgca atcacagctc 
attcactcac ctcaccctcc cacatagcca 
tcatttgacg actttattta aagttttgtt 
tcactatgtt ggtcacaaac ttctgggttc 
tgctagaatt aaaggtgtga gccactacac 
caaaagtaac aatgtattgg agtgattata 
atgtcacaag gtacaggaga gaaaaattag 
atatgaagtg tgttataatg ttatttaaac 
atattgtaca ctctagggaa accactaata 
tggggagata aaatggaatc atagaaaatg 
aagaaggcaa agaagcaaag agaaatacac 
tgttaatgtg actattatat caataatcac 
aaaaagcaaa gattatcagt gtgggtgaaa 
ccagatatgg tttccagatg gtctcaatat 
tctcttttac agaaaaaaaa ggactaagtc 
acatacaaaa acacatagag caaaaacatg 
aggtagttgc atatactagt tagaaatgca 
acactggttt aaacaaataa gggtttagat 
cagtttctcg tatgggttca gctgctcaac 
cttttcattc catttccttt ggcatttgtc 
ggccaccatc gttttggacc tcatgtcctt 
gctaatagta tctgtcccac cttaagagga 
aagacttctg tttacatctt attggccaga 
ggtaggctag gaaaatttgt attttgcttt 
agaaaaaggt agaccaactt ccttttagtg 
aaaatgtaat tgtccagcta tcattagttt 
tgatttctca aaaaacagca aaaaatgttt 
ttcacctaaa acttgatcta cttttttcct 
catggattag gacaatatgg ctcaagggaa 
aaagacatgc aaaatccctc taggttttgc 
gatgacttag ggcatttggt gtagagtacc 
tgcaaatggt tgaatatcca actccagatg 
gtttgagcag aggttgatcc agtgagtcaa 
tgtgtgtgtg tgtgtgtgtg tgtgtgtgta 
tatatcagtt tcaccctaag gttggagagt 
ttacaaagtt aatctttttc tcatatacat 
cttgttctta tctcagccat ttagtttgct 
taattgatcg atcacatgct taccctggaa 
tctgactggc ttctaccaac taaggctcat 
ctaaaatgta aaatgcatag ctacatagag 
aaccacaatt tctactagat caagattcct 
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31381 gcattgcttc tctaccattt gtgaggacag 
31441 aacatacgaa tggtaaaacc tactcaatcc 
31501 ttaggtgact attactttta atggcaaaaa 
31561 ataaataaag atactttgta aactaaaatt 
31621 atttccatta tacacactgg gcagctgctg 
31681 attcctgttt gcaccacaca acttccagtg 
31741 ttttctctag gcaccggccc tctctgcccg 
31801 ttagcatcct tttccatagc cctcaatcag 
31861 cattccttgc ttccgagatg ggatcattct 
31921 cagcatgatt aaactctggg tgcccactac 
31981 ggcttccttc cctcccagtc ttagtcccac 
32041 agttcttgcg ctcatatcct tgtctcagga 
32101 tagaacaaac tagaatcaca tgactatgag 
32161 agacatttta ttttaaaaca cacacagtga 
32221 ttttctatgc atagtatacc tttgtttcta 
32281 ggggtcaagc atggcctgcc tccagaaaag 
32341 tttttcacaa agtcctgccc tgaggatata 
32401 agtatattta tcagtaaaat acacactagg 
32461 agaaaagaaa cacattcaag atgcattcac 
32521 tgtgtactga gttcatttct attgcaacca 
32581 aactgaccaa gctattaaac taaccatcaa 
32641 agaaatgatg gcctattatg cgagtatttt 
32701 tagtgttgca tacaaatatt aaaaagtgaa 
32761 aattaaattc aaatttggtt aataacaacc 
32821 ctctatctgg agtgcatatc tctgcatggc 
32881 agaacttcat gtaaaactgc actgtccagc 
32941 agcacttcat atgtgccatc tatgtgaaat 
33001 aaaatatatt ttattaatca ttttaatatt 
33061 tttgagttaa aacatgtatt attaaaagta 
33121 tatactcaca gaaaatttta aaatacatac 
33181 tccattactc agtgtagacc taatataatc 
33241 tcaaagcact ttgtcaccac tgcaattgta 
33301 ttgtaagttc caggcatctt ttcagccaag 
33361 tacttgatga aataaataga tgaaggaata 
33421 ctgagagctc ccctgtctat agtaactcca 
33481 tagactacat ccccctggag gcaggggtgc 
33541 ggccattact gaattacgtt ttgtggttct 
33601 ctatttgttt catctggtaa gagtgaccaa 
33661 gatttgctgg ttattaggaa actaatgact 
33721 aagactctag ctgaccttct gcttaggcaa 
33781 gactgtgctg ggctagaagt cacctctaat 
33841 aaatggctag cagtgttata taagtgatat 
33901 agatgaatag ggaagttcac tcttcactca 
33961 atactcaaag actttgtcca gactgaatca 
34021 tctgtcctgt acagaaagcc agcagccagg 
34081 tgagagaaat tgtcattttc tcctttctta 
34141 aaggtgtaga attttgaact cacatccaga 
34201 gcgatttata aaaaggcttt aaataatggt 
34261 ttggatatcc tcactgcaaa atactttgtt 
34321 tatgtatata ctataataat taggcctttc 
34381 ttaaaactta ccatctatct tgaatataaa 
34441 ctttgtcaaa tgcctgtaaa attttagcct 
34501 aaatgttttg gaatatctag atttttttta 
34561 tataatcaca aagtaccata taaataaata 
34621 aggaatttat ttttcactgt tctggagact 
34681 cgggttctga tgagggccca gttcccagct 
34741 catggtaggg aaaagagcaa gggagttctc 
34801 atcttgaggg ctccatcttc atgacctaat 
34861 tcacattgag ggttaggatt tcagcataaa 
34921 gcaaatattt aacatgagat ctaccctctt 
34981 gttactatag gcaaggcaat atctggatta 
35041 ggacatgatc tgataaaggg taactttgtt 
35101 ggccccactg ctctgttcat tgttttttct 
35161 ctttgtcttt ctttctttct ttctttcttt 
35221 ttctttcttt ccttccttcc ttccttcttt 



gaccccatga aacttggatt cttcttctat 
atgccttggc gcccttaaaa ggattaaata 
ccacaattac ttttgcacca acttaacaat 
tttggcaatg aaatttaagt ttctggatga 
cataaccacc tagatttact tggccttccc 
gcaggcatct atgtcccttt gccctgagtg 
tgtggaagtc aagtcacaag ggcgagggaa 
gctagcctgt gagtgacaga atcaaggaat 
ggcgtgtttt tcacagatca cagagtggca 
ggtaactggc ttgctatcac atcttatgtt 
ccctgcttac tgggaccacc tcccagataa 
tcagcttctg gaggagccca aatgaagaca 
aatgctaatt tgacatgaaa agtatattcc 
ttctttttaa gttctttctg tgtgttttca 
gttaatttat catgctgccg ggctaactaa 
ataaaacaca cgcaatgata cccaagtgta 
ttatgctatt agaatataga acctacaatt 
ccatgataaa tttgtgggtt tgaaagcaaa 
ttagccatta tcttttttcc taagttttgt 
agctattaaa ctgaccattt caagctagta 
actgaactgg ccatttcatc taggcccaga 
aaaagaataa tttagtttta aaccatctag 
ctgttagcta tatttgtttt cttattttac 
ctgcctcagg gcctttgtac cagctggtcc 
tggctctttc tcattatttg ggtagtagaa 
atagtagccg ccagccacat aaggatgttc 
ataggctgga ttttgaaggc ttaatatgaa 
gattataagt tgaagtgatc ttttgtatac 
attttactta tttcttttta cttttctcaa 
atggcccatg tttatagccc acatcatatc 
cccatatcaa cttcatagca ctgtttgtca 
caagtaaatt accaattgtt tacttgtata 
tttactctgg catatagtag attgaaaaca 
aaggaatgag ggactataag gtctgttttc 
cctcatttga gtgtcaccag gttaatgagc 
aacacacaaa agaaacagaa cttgttcact 
ctttatgata gtaccatcag aaaggtaaga 
cccacctaac acagacctag ctcacgagag 
cagtaactaa ggtgattgac tgggaccaaa 
gagtcattac agcaataaag aaactagagg 
tgctggcctc tgaatcccat aactgccact 
aattaagctt catagctaac aaccccatta 
caacaattac ttttagattt gcctgtctga 
aaacctactt atactttgcc ctgaattgac 
ggttgggcaa ctgtagtgct ctataagtta 
tcttagattt tttatattca aggaacagag 
ttgcctagag ttcaaattct accctggcta 
ttaaccttta tctgtttatg tttcctggtt 
aaaatgaata aaaaagaaga gtgtcatttt 
ctaagacaga aattacttgt aagaatacat 
cagaaaaacc tctctaaagt ttccgccagt 
aatattttaa tattactctt catatataac 
ttgtgataag aaatgtgtct taatttaggc 
atgggaatta tttttcatct tctaaatatt 
ggaagtctga gattgaggtg ccaatgtggt 
gcagatggct gacttctcgt tgtatcccaa 
tggggtccct tttatgaggg cactaatctc 
tacctgcaaa gtccccacct cctaatacta 
ttttgaaggg acacaaacat tcagtccact 
aacaaatctt gaagtgaaca atacaatatt 
ttaactatgt ttttcagttt taaattatgt 
tttctacctc atgtctaaat gcctgtaact 
gggctttttt tcttttcttt ttctttcttt 
ctttctttct ttctttcttt ctttctttct 
ccttccttcc ttccttccct ccttccttcc 
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35281 ttcctttttt tattttgaga caagatcttg ctctgtcacc caggctgcac tgcagtagtg 
35341 agatcacaac tcactgcagc ctccaactcc tgggctcaaa caatcctccc ctctcagcct 
35401 cccaagtagc taggaccaca ggcatgtgcc accatacctg gctaaatttt ttttttttgg 
35461 agttggggtc ttgctccatt gcccaggctg gtctagaatt tctgggttca aaccattctc 
35521 ccacctcggt ctcccaaagt tctgggatta taggcataag ccaccacatt tggccctctt 
35581 gttttccttt tttttgtttt gttttgccat taatttttac ctaatttcac aaaggcacat 
35641 gctcattatt ctccttattc ttattattta taactggctt atatttgaat aataacatgc 
35701 atcatttatt tcattgcctg tcttcctccc ttcctttctc cctccttcct ttctccctct 
35761 ttccgtcctc cttccctccc tccatgcatt caaaaaatac actctgtgct tctactaccc 
35821 aacagtgagt gaaacatgag acccacctct ggccctcata aagctcctct agtggaaaag 
35881 acatacataa acctgtttat cttgttttta catttaattt gcaagcctct tgaaggaaag 
35941 gaccactttt catcctgcgg tacaagagag attcccagga atgcctctta acatgaccaa 
36001 tgccctgtat ctttatttat atttatgttt aaaactgact gtgtatttgc ttctaggact 
36061 cttaagattt tcagtgaaca gttgaatctt aaacccttct tgggggatac aaaggaaatg 
36121 aagagggtga agcctgtgtt caagaagcgg ccaggatggt gcccaaatct agggatttac 
36181 aggtcaagtc atggcttgca ctttatttca attattctgt agagtcactc cttcaaccag 
36241 ccgtgctgac ttcacacctt ttgcactagt gccaaggcca gactcaataa cttttccact 
36301 tacgtagctt tatctagcag ttaacaaaca tggatttatc cttggaaaat catttcagat 
36361 gaaagtttct ctgtttaaaa ttattccaaa tagataaagt cacaagtttc tcctaataca 
36421 cataaatata acttgatttc ccaaaacaaa aaaatagaac actttaaatt cacaaaggta 
36481 ctatggctac tgcattgact ttccacatct gattccttca tcatctcaga aatcaggtta 
36541 acaacaatcc gagacataac ccatagtgat taataaatag tgatgtgaaa ttgtcaatgc 
36601 caagtgtcag ttgtaccatc acctgcatca aatgaatggg tctccctttg agcaccatca 
36661 ggtgttgagt gctcaccatt tggaaaggga cctgtccctt tgaattgcaa ttatgctaga 
36721 gcagagaacc tgcaaagggt gtcatctcta ctgcaggtag ctcagactgt gatcctggaa 
36781 gctggtcaac cccacaccta caaaataaac ctcaacagca ttaaaaccat cactgtaaac 
36841 ctccaactca ccttctagtg aagtttctct ctctctctct ctgaggctga ataccagttc 
36901 ccaacaaagg aaacaatggg aatgtgatat ctgtggttgg aaaaagcact gcctttaaaa 
36961 tatggtttat tttctcataa atccacttga cttaatttat ctaaatccca tttgtaattt 
37021 aaaaaatgaa ataaaacaaa ataaaataag acaaagagaa ataaaacaaa attgaaaaca 
37081 ccaacggagt ggccaaagaa gaaaactaac attggaggta aatttccacc taatctggat 
37141 tatgttacca aaggcagctt cctgccttcc cagtgagggg gaggagttaa gaccaagctt 
37201 cattagccat aatgataatt acatgcattt tcaaagaggc tattatgccg aggcttgaag 
37261 tgctctataa acattaatta atttaagctc tgggtagccc agcaccatta tgtcttttgt 
37321 aaagaaaagt aaacagaagt gcttagaagc taagtggctt cactaggctc atttagccag 
37381 ctggcagcat agttgtgaac aaaactgagt ctgaatgaca gtctccaatg ccagtcacag 
37441 gcacagagga ctgcaaggga caaagggaag gagggatact gcaaagtggg attagtaagg 
37501 aaacggcaca atcctaaatg ggtttcaaag tgggagtgat gtggcctgat ttgcatgttt 
37561 aaaagaccat tcgcacaact gcggggagaa tgggattgga gaaaggcaag agtaaaatta 
37621 agaaggtcag gagtgttgaa ggagccctgg aaaagagatg atagagacct ggctgagagg 
37681 gctagccctg aggatgagaa gtgggtggat ttcagatgcg ctttggtggt agaaaatcag 
37741 cagggcttgc tgttggatag gctgtggagg ggaagggagg ggagaaattt gaataactgg 
37801 gtggatgatg gcacttaatt tgctgccatt ttgcattatg cctatcataa ctatctgtat 
37861 tatcacaaat ctttagacat tgtcaatcaa ctaaaaaaga aagaaaaata gcacttaatt 
37921 atcataggaa tttctattta aatattaatg tgcaaaaaaa aaaaaggcaa tgagaagagg 
37981 aaatacatcc agatttttac tctgggtgat cagaactatc ataaatatag gtttagtttt 
38041 ccctgatgta atggcctgtg aaaatttaaa aatgaagaaa agtttgggat gaagcagtaa 
38101 aaaattgtgg gctctgagat ggtaaacttt tttttttttt ttttgagatg gagtctcgct 
38161 ctgttgccca ggctggagtg cagtggtgcc atctcggctc actgeaacct ccgcctcctg 
38221 ggttcaagtg attctcttgc ctcagcctcc ctagtagctg gtattacagg cctgcgccac 
38281 catgcccggc taatttttta tatttgtagt agagatgggg tttcaccatg ctggccaggc 
38341 tggtctcgaa ctcctgacct catgatctgc ctgtgtcggc cttccacagt gctgggatta 
38401 caggcatgag ccaccgcgcc tggcagatgg taaacttttt gaaggtatcc acccctccat 
38461 acgcactacc catctccagg cctagcacag tcagtgatgt gatgataaat atttagcaac 
3 8521 cagctttgca gggagaaagg aatcaagtta ggggagccct gattggtaac atttgctgat 
38581 ttcaatggca caaatattcc ctccatggct gagttcaagc taccaacatg atgtcattca 
3 8641 atggagttgg aaagcaacgt acagaagcac atggttatac agtgcatcca ccacacagat 
38701 gcagcaaatg tgagtaaatt caaggtcatt gtaaaatgta aagaggaaat aagttttgag 
38761 tattactttt gcttgtaata tcatatcttt aattgtacat ttatgtaatt taattctgaa 
38821 taatggccat gattaaaagc agctcacaac gtttctgaaa ttttaacatt cagctctcac 
3 8881 aagtcactat gtccatcttt agcacaccat tcatgattca ctgtaagaca tgctagatac 
38941 caattgttaa aagaaaaact ctaaacaaat taaatttaac aaagtctaat tgaacaaaga 
3 9001 acaattcacc attagggtag cctcccaaac cagaataggt tgagagcaag gctggctctg 
3 9061 ccgtgtagtc aaagaggatt tatggataga aagaggaaag tgacgtacag aaaacggaag 
39121 tgaggtacgg aaacagctga gttggttaca gctgggcatt tgccttattt gaacagagtt 
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3 9181 cgaacagttg gccacctgtg agtggttgaa ttatggctgc tgtgattggc tgagaatgaa 

39241 ctatttgtta tgagaagatt atagtcggct tctacatcca gttaagctat agttcactat 

39301 gtacacagaa gcctgcaagc agaacttaac atatgtaagg aggcagcttt aggctaaact 

39361 taatttaaca caatgaatgt ttgtggaatg agcttcactg gactccctaa actgatgaaa 

39421 acatctgttt tatcattcaa attctagaag ggtttttttt aaccaaaata attaataagc 

3 9481 agttactaag cattaactac atgcacaaaa gctgagtgct aggggttggg gaaaataagt 

39541 aacatgtatt aaatgttact gtgtgccagt cactattcta gattctttaa taagtgaatt 

39601 aatgcatgca acagctttat aaggagctag tattattatt cccatgttat gagggaaatt 

3 9661 gcagcacaga gaagattata agctcgataa tgccactact tgaactctct aatgtcagga 

39721 taaataaatt aaaatgaagt aaaatctctg ctttcagcag tctcataaag agacatgtac 

39781 ataggtatct atttcacatg caaacactca atttagttca tggatcaaac tttaggatct 

39841 tgttcagatt ttaaactact gaaagatttt atagtttcaa cagtcacagt gcacttgaaa 

39901 ttatggtcta ttttaataaa atgtgccttt atggataaat aaattaatgg ataaattaat 

39961 taattaaatg acaattcgga aaagcaatta attagtttgg ttaacatggt caatagctgc 

40021 atttttaatt agcagtgatt tagcatacat tttttatagc cactgcctat ttctcttcat 

40081 gccacaactt gcagagaatt aagttataaa actagtttat atgcctataa aaaccacaag 

40141 ctctgctaaa tggaaaacaa agaaggtaat ttgtactgtc aaatcatctt tttaaactta 

40201 ggaggaggga ttaggggctg gctgattcag agtaagaaat gcaaaacctg taaggataaa 

40261 ctcacccttt aaaataatgt ctgacccaac tttttaaatc tattttcaaa ctacaacaaa 

40321 cttgtgactc tgagggacaa aagtgtttgt ccaaatgctt gtcacattgg ttcacactga 

40381 aaacagcttt aaaatcacct cgcataaaat gtagtaatgt cataagactt ctcagaatcc 

40441 tatgaatata acttcaataa tattactcaa gcatctatat gtttaaagac agacttaatc 

40501 agtcttttga gtactgattg gttttggatt tccatacttt tattttaatt ttgagacgtc 

40561 ttagttccaa ggctgaaaca acttaattgc ttttgcaaca gaattcccta cctttgatgg 

40621 gaagccaatg acagagactc ctcagagggc tgagttgttc tgcctgtctg agccactttt 

40681 attcaattat tttacatcta gagctcacaa ttttcctctg ccatttccgg gatcccttgt 

40741 tggagttgtg tccacctttg taatagaatt cttcccctgg gcatggaaat attactgagg 

40801 cctcctttaa taattttaac aaggtgttgt gcaaaaagac atttatttca tgtgggcgat 

40861 gtgtgggaaa aatatctttt taatcctgga tttatatatt catatatata tatatatatg ^ 

40921 tatatttttt gagacggagt ctcgccctgt tgcccaggct ggagtgcagt ggcgcgatct 

40981 gggctcactg caacatctgc cttctgggtt caagcaactc tcatgactca gcctcccaag 

41041 tagctgggat tacaggtgca cgccaccagt ggatttatat tttcttccca tttgaaccca 

41101 ctttggattt ggtatgaagt aactgccaat tttaaaggtc ttaagacaga attggggcca 

41161 agatatattt tgtaagtagt gagagtatct ttatccagct agggccacgt gcaccagccc 

41221 cttctgactg gaaggaggaa cacaacagac cacggtggaa attgtctgca gagggctggt 

41281 ggctctgcac aatgcatgga agcactgagt cccctcaggc ccagactccc ctccaagaga 

41341 gacctcttgg aggataccta ggaccttgtg gggtacctat gttgcctctt accaaaaggg 

41401 gctgccttgg cttctgcatt ttctggaaag gtctgctact gagctctgga accataaatc 

41461 aggtcaaatt gctcctctgc ttgggacctt ttgctgtttt tccgtaattc tcagaataaa 

41521 tccatgcctc tccataggga tctgacccat gcccacctct ccaagcactt cttcctccac 

41581 tcccctctca ctgtagccat acaagcccca tttctatgcc ttggagatgc caagcccttt 

41641 cccacctcca ggactgtttt aagtggtgga tcttttgccc ggaaatctct tctagtatgt 

41701 cccttctcaa aatcaagtgt ctgttcaaat gtcgcctccc cagagatggc ctccctcaga 

41761 ctctgtcatg ttctacttga gcttctatga aggaatacca caaactgggt ggcttcaact 

41821 actgacattt atttcttaca gttctaaaag ccgaagagtt caagatcaag accctagctg 

41881 atttagtgtc tgatgtgggc ccacttcgtg gtttacaaac ttgcaaacag tcatctcctt 

41941 gtctatcctc acgtggtgga cagcagagag aggaggcaag tgctgtcatg cctcttcctg 

42001 taagagcact aatcccattc atgagggctt caccctcatg acccaactac ttcccaacag 

42061 ccccacctcc gaatgccatc* acattgggga ttagggcttc aatgcatgaa tttggaagga 

42121 cagtccataa cacactctct gccttgtcat caagtagggg aagtgagagt gagagggaag 

42181 gagccaggac tgagagtgcc aatgagcagg tcagctctgc aggcaactgg agctcatccc 

42241 ctctgaggac cctctagatc tgcatagaac agtcccccaa gttacaccca catgggaagg 

42301 aaatcagagt atttaccctc tcctcctgtc tgtcattgtt tgaggactgc tctcaggacc 

42361 tccatcaccg ggtgcaggtc agacagagac gcactcctgt ggtcagagaa caccctcagg 

42421 cagagttaca agtcatcaga gcagggagtc cttggcatct atccatattg cccaggtgat 

42481 acgggacatt ggcagtgtct gcaacaagct acttcagaat cctgagggga gctggccctg 

42541 tgggtcttgg tggactggat gcatggacag cattcctgga ggtatcgcca gctcctgctt 

42601 taactcacta cacacacttg gtggcatctt ccctctctga tgctcagttt ccctgactgt 

42661 atatcaggga tctggatcac agtagtgttt tttctaagtg tggcatatgg atcacaggtg 

42721 gtacaaaagg taagttcagg taataagtgg atggatatat tttaatttta aggattacgc 

42781 tttttattac acagggtaac taaatgctga cacaaatacc cccaagttct cagtggctta 

42841 acataataaa cattgatatc ttaaaaataa taaaataata gataaatttt taaaataaca 

42901 ttaatttctt gctcatggag agtccagtgc aggttggtga gacaggaggg aggaaggcct 

42961 gcacaaggtc attcaaaacc caagattcct tccgtctatt gaggctgcca ttttctagaa 

43021 ctctggagtc cttaactata ttctttgcat ccagacagta gacaagggga gagagaaaga 
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4 3 081 aagggaaaga gagaaagaat agtgcagatt 
43141 agtaccattt ctcggccaga attcggccat 
43201 ttctgtgtgc ccagggtaag aacaaatggg 
43261 tttgaaatta gaaaaatatt aggttaataa 
4 3 321 tgtgaaggta ggagatgagt ggtctcccaa 
43381 caagctttgt gtcagtaaat aggaacctgc 
43441 tggaaacttt aggaatcagt taactagtta 
43501 aacttagtgg catatctgca gaacaggtgg 
43561 cttggcttta ggcttcaagt caggtcaagg 
43621 aacagtggct gccccagggc agaagcacaa 
43681 tcaaaactga catactgttg cttttaccca 
43741 gtattaatcg ggtcctccag tgaaacagaa 
43801 atagacagac acagtcacag acacagacat 
43861 tatgcaatta tgcaggctgg gacgtcctgc 
4 3 921 aagttggtgg tgcagttctg agaactggag 
43981 ggagaagact gatatcccaa gtcaatcaat 
44041 tttttgctct attctggccc tcaagggatt 
'44101 ctgttttact cagtccacca attcaaatgc 
44161 cattcagaat gaatgtttaa tctgggcacc 
44221 caatcatcac atatcactaa gcctaatatc 
44281 cgggaaaaca atccaattta ccacaggatt 
44341 atcttgaagg gaaaaaaaaa atcagggaaa 
44401 agttttattc attaccaaaa ctttagacta 
44461 ctcactacga ttaactgaat gatgcatact 
44521 tatgcgtcaa cttcctatgc cataagacga 
44581 gatgaaactg agtaatgtat taagtaggca 
44641 ttttagaaaa cacacagtag gatcctaata 
44701 ctttagtagc atccctgtta taggaaaact 
44761 ttgtttaatg ctttttagaa tctagatgtt 
44821 tgcagtcagt atggtagatt acaaaaccag 
44881 accctctgca atgcacctgt ataagtcttc 
44941 aagtctaggc cagttttgtg acttgcttta 
45001 acaacatctg agtataggct cgcatctcac 
45061 cattatgaga acaagtccaa gctagtctgc 
45121 tgttttgtcc cagctgagat tatccttgat 
45181 cacagatgca caactgggat tagcccagat 
45241 tgtgagaaat aataaattgg tttttgctct 
45301 catcggtagt tactgacaca cgtggagtgt 
45361 tgttgggtat ggccatggtg ctttggccaa 
45421 aaccttatat gtgcttgtgt gggtgggcta 
45481 ccccatgaag ttgttgttct ttcagcttga 
45541 ttgacctgaa acctgtactc catcctagac 
45601 tgcagatttg taagtgtgaa ttaaaatgtt 
45661 ttttgttaag tagcattatc acagcaaaaa 
45721 aagttaatgt actgtaggtt gcatatttcc 
45781 acataatgca attgtttatt gattatatca 
45841 ttaaagaatt cttttatgaa ttctttctgt 
45901 ttatattgac ttcttattcc agattcaata 
45961 ctgaagccca aagaagaagg caagagtcct 
46021 ttcgacaaat ctaaatatta ctaacattat 
46081 tgaaagttct ataacagaaa agagatcata 
46141 tagaatgtat gagattatgc taaggcactt 
46201 agatgtatca cagactatta tgcttatttc 
46261 cacaagtctg aaatatacag ctcaattaac 
46321 agatggagaa cacttgcagt actctgaagg 
46381 acccttccca taagcaatat gccgaactct 
46441 gaatttcata taaatggaat gatacagaat 
46501 attaaatatt atgtctctga gaatcattca 
46561 tcttttccat tggtgattag tgttcccttg 
46621 ctaaaattga tacatgtttg gattgtttcc 
46681 gaatatttgt acacgtcttt ttgttgatat 
46741 taatggtatt ttaatgaagg aaattttgta 
46801 ctaattatta tatattcata caggaacata 
46861 agatttttta atggccgtat ggtttcagtt 
46921 tacatagtgc agtctatgta tatttgcatg 



tcaggaatca gttctagaaa tgagtgaatc 
atgaccccac cggggtggaa aatgtaattc 
gttggtgaat gcacacatag aattttcaaa 
taatggaggg gttatataga tgtggcaaat 
ctgcaagatt ttatatagaa tttgtttatc 
atcatggaga gacaattcag ctcatttttc 
cacaataatg ctgcataaca atcactctat 
ggttggtgac ctaagctggg ctcagctggc 
tctgctccac atgtctctca tttttcttag 
gaaatataca aagtctctta aggccttccc 
caagccacta gccaaagtaa gtcacacggt 
ccaataagac ataggtatag atagatagac 
agatgtgaaa cttattataa ggaattggct 
aatctgccat gtgcaagcca gagaccagga 
agctgatggt gtacgtccca gttaagggta 
caggcagaga gagcaaattc ttccttcggt 
ggctgatgcc tacctacatt ggggaagaat 
taatctcata gagaaacacc ctcacagaca 
ccatatctca gtcacgttga cacataaaat 
gatatatcag ttgggcagag aaacactcca 
cctggaagat atccaaggca gaagtgagaa 
atgagaataa aacttatacc ctatttatat 
tagtatcatt tttctttgat catgcagtct 
aaaattatag agacaagtta gacaaagtat 
cactagtaaa caacttcctt atgggctcag 
aaacagcatc atctggtgat aacttaatga 
taagataaac aacccagttt ttcttttttc 
aagctgaaat tgaattaact aagttgaaat 
gccttcctca ccacacttac caaactatac 
ccacacttcc ctactcttcc ctttatctat 
ctatcaggag gtggaattag ctcacacttt 
gacagtagaa ttcagcataa gtgacatcct 
aaacttccat tctctcttgg accttgtcat 
tggtaaatga gacaccacat ggaacagagc 
gaaccaggtc ctgggccaca ggcctcctca 
tggcaaaacc acccaacaaa ctcatagact 
tttaagacac taagttttgg ggttgttatg 
actcagccca gtcttctacc tcaccaatga 
tggcatgtaa aaggctgcaa tgtgaacgta 
ggcctcttgg agtgtccact gtctatgaag 
gttctgaaat gcaaacatga aaacttgaaa 
cacccaagat cgatcaaacc acagctgacc 
ttttgttata atccactgag attttggtgt 
ccaagctaat atacacagtc ttcacatgta 
ttgctccata aactagcagc acccttgaaa 
taattgaatt gtactgggaa attttacaaa 
aaacctcagt taatggagaa agaccttcca 
tattcagtgc tagattaaat tgaaatttat 
agtcatgaca cccccgtgga tttattctcc 
ctaaaaaaaa tctgccattt atctagctta 
gatgttctga agattcaaaa tagcattttt 
ataacaaata tagtcaaacc ctatattcaa 
tgtttattga agtacagttt acatagagtg 
ttttacatac atgcacaagc atccagatca 
aaagtttcct tgcaacccat ccctgtctat 
catcacctta gattagttgt gcctgttctt 
gtattgtttt gcatctagtt atttttttcc 
cattgttaca tgtagccgcc aaccattaat 
tatagataca gtaaaatttg tttatccatt 
agctgtgaac tattaggact aaggttctat 
aagcactcat ttggctgtct gtatacttct 
taatgcaaat gtccaaaaat agagcttagg 
tgctgcagcc attaaaagtg ttcttttgga 
atatccccaa attatgtaca aatgtctata 
tgcagataaa tgggttgttg tgtgtttaca 
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46981 tgtgcacacg tgtgtgtgtg tgtgtgtgtg 
47041 cagaggtaaa caataatcat ctttaggtaa 
47101 aaataattcc ccatattttc aagaggaaaa 
47161 aaattataag taaccgaaat cttctattca 
47221 tttgtaatgc tttcttttat ttactatttt 
47281 tcctcttacc acagagccaa tgagtcagga 
47341 ctatgtggct ctgcctggac catttaataa 
47401 ttatacaata tgtaaaacaa ggaaagagga 
47461 attgagataa cagaagtact gaacgaatct 
47521 ctagaaaata ttaaatagca tggtctaaca 
47581 ataatgacgt ataggtttat cacattttga 
47641 agtttacagt aaacattttt attttaaatg 
47701 ctgcataatc atcataacct caattaagac 
47761 gtcatctgaa agtctcaacc aaaatcaaag 
47821 aatcctgcag cactaaacat ttccttctag 
47881 ggcaaaattg aaattatacc attattcaat 
47941 cactcagatg ttaccgttat ccctactctt 
48001 ttcctagata ttgtacaatt agataataat 
48061, ggcttggcct gaccatacca atcctgactc 
48121 tatattgctc aggttaaata aaatagtatg 
48181 tttctttttg taagttccat gagcaaagaa 
48241 taaatggtta tataagtaca taagtaacgc 
48301 tgaaaatggt tactatccag tgcttaatag 
48361 ccctatgaca ctacgatctt cattcatact 
48421 taattctatg tggaaacagc attgtgcatt 
48481 attataggaa ttctttattt cccaactgtt 
48541 gttctggtca atggcaagtg atctggccct 
48601 ctctcttcac ttgtgtgcta tatgaatgtt 
48661 ctgggtcccc tcatcaaagg aagactgccc 
48721 gcataaacaa aaagcaaact tttattatgc 
48781 ttatagcaac caatgttact ttccctgact 
48841 ccatgcctga tattaccatc acgttgttaa 
4 8901 tgagaacagt atatctttca atctttgtga 
48961 tatttggctt tcatggcccc gacaaataaa 
49021 atcacttatt atggataaaa gttgatggtt 
4 9081 tagaccccag gtaaataaag gaaaatctca 
49141 tgcattccaa aacgtgtaaa cagctctttc 
49201 tttaactttc atcatcctgt ttagagttta 
49261 cacatctggc tcacaaatga ggcactacac 
49321 cattgatgat gagatcttgt gtttattagt 
49381 tattttaagt ggagacatct ctgatgtggc 
49441 gctgaggaat ggctggatta aattccactt 
49501 tttcagatat aatctgaact gaagttgttg 
49561 aaaaaaaaag agttaaaact tctagcctgt 
49621 ttgacttccc tagggtataa ttatattcct 
49681 aaggtattta ttatttttaa atcactaaaa 
49741 cctttgtctt acaccaagcc tgacttgctc 
49801 taaggctaag cttttaagaa tggattgata 
49861 tgattcatag agttcaccct gaggacagcc 
4 9921 tgagggagtt ggatgatgtt gacaaacaac 
49981 attagatgaa ctcatgtttc ccctttctcc 
50041 acatattctc aatcaagaat ttttcccatt 
50101 tatcttgaaa tagatttacc cacaattggg 
50161 tgcactgaga agaacataac attatccagg 
50221 aattaatcct agagaaacaa acatacaaat 
50281 tgacctaggc tttcaaagaa tgttaatggc 
50341 gagatgtgga ctgttgaaga ccgaaggtga 
50401 agagtgattc tcacctgaat cctggacaga 
50461 caatttgaac catttgaatg tggtttataa 
50521 cgtcctgaga attatgctgt gatgatgtag 
50581 ctgtagtatt tgaggtgaaa ggttgtattt 
50641 attcacaaga gcaaccattt attttgcccc 
50701 gctttctctg gtttcagctg tgttctctta 
50761 ggtctactag gtggctctgc ttctgagaat 
50821 actaggatca ctccagcagg ctagtcctgg 



tgtgtgtgtg taaacagaaa agaactatac 
tataaatatg tataaattca atttcatttt 
atattgttta taataataaa aatactttaa 
tcagtaaaat cttacatgac aaaccacatt 
atttaaccta agtaatagat caaatcctac 
ttggtatagt taggccaagc cgacattctc 
ttccagtttc tcattaagat tattatctaa 
gcaaggagaa aggcaacacc tgagtgctta 
cagtaattag agccatcaca aatgagatgc 
gtgtattata ttgcaggaat gaaccctgct 
aacataacct aatttttgct gtttattttc 
caatattctg agactataac ttgttttatt 
tctattttca aatttaattt gccataaatg 
tcattttagg aaggagtctg agaacaaggc 
gatttctcta gtctagggat tagtaaaata 
tcactcagta cttctgttat ctcagttaag 
ctttctctct ctgttttaga atagttactt 
cataatgaga gagccacata ggaggctgtt 
attggcacta tggtaagaga caggatttta 
tcaagtaaac aggccaaatc ctacccacag 
tggtttttac atttttatat ggtcatattt 
ccttgatttt ttcttcttgt ggcacgaagt 
gaaagaaatt gctgaccctc actctagtcc 
aatgaaatgg agtggggttt ttggcagaga 
caacataccc atttcctttg cctcctaagc 
cttgcagttg ggtggggtcg gtgtaactaa 
taaagcatgc tgagcctcca tatacttttt 
ctacaaaatg tacagccact aattaggagc 
tttggatacc aaagtatgaa gagtattgca 
taagccattg ggctttggag ggattgtttg 
actacaagta taactggttt ttcaatatta 
ctcacagaaa cacacacaca cacaaaagtg 
gtaaccaaaa catcccttta aagttttaat 
acctttattc caaaacacta ctttttgttt 
atttactaaa ctacaatttc agaatcaagt 
acctttataa aataacaacc acgctaaatt 
atgcttattc ctctacaaag ctatttctca 
caagtgagaa tcttcagatt tcagtttaga 
cctgagtcat tgtgaaatcc tcgccacaag 
aaagacgtta gaaccagcca gtcgcaaagc 
atcttagagg tgtcagtttg atctttctct 
ctaaatgcaa attaatcagt tttagctttc 
aaagattatt tcaactactc tttagttatt 
tggatttttt ctttatttca ctgagctctt 
tgtgcttttt aaaaaatgca acataaagct 
acaattttca ttaacaacaa atttatttct 
cccaaaacaa agtgaacaaa aaaaagaatt 
atgacttttg attgcagcag acaaaattac 
ctcctctaat atggtcacag cccactgccc 
ttggaacaaa gtgaagtaaa ttcccaggaa 
acacataaga aaaagatagc caacacacca 
taacctcaca aaaatgactt agcatctccg 
aaaaatctca tcagggactc cctgatgtga 
cagtatccct agcccaaaca cataatccga 
acaaactgaa gggcattctg caaaatcagc 
acaaaagacc aaaagaaaaa ggaggactgg 
taaacagaca tgacaatgac aataaaatgc 
aaagagtcgc tgtaaagaat attataggga 
gttagatcat attattgtgt tgatgttaaa 
gaggatctcc ttactcttaa gaaataccta 
agcaggtttc tctgtgtgat gaactaccct 
ttattctatt taggctcagc ttacctgggt 
agctctctta tgtgtctgcg atgaactgta 
aggcaggtgt cagctggggc aacagtggtg 
attaccaaca tagcagtggg aaagttccaa 
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50881 tacagagaca ggcacacaca cacacacaca 
50941 gagagagaga gagagagaga gacagaaaga 
51001 ggaggcatgt aaagcttatt gaaacctaac 
51061 cgttttgcta gtgaaagtaa atcacaagga 
51121 gcctggagac aatggtgaga aaactgtggt 
51181 agatgttcat tcaattatgc ttgcaacttt 
51241 aagtaataga ggatggcgca aggagccaga 
51301 tatattaatt ttcaaaggca aatcaaatgt 
51361 ttcaggtaat tggcttctgg ggtactggta 
51421 attccatttg gatatgcacc caggatacat 
51481 tttttgaaag tttactttga gaaatacaaa 
51541 ggctcttgtc ctgatgctgc taccaagtcc 
51601 ctctgggcct gttgcctcaa ctgtaaagga 
51661 catgtagacc ccaagattta attctgacca 
51721 tacataacct tgtaattatg atgcactttt 
51781 ctattttgct ttccagaatt tgcacggaaa 
51841 gtctcttttc aatgcagata ggaactataa 
51901 aggagcaggt cattatgttt taatatcaca 
51961 agggagaatc atcaggaatg cttccaagaa 
52021 tgttctgggg aagaatagca ctccctctgg 
52081 ctatttggtg gtctcttgca ttctctgtac 
52141 agctacaggt gaaccccagt cttcataggt 
52201 atgttgctgg cgatccaggt gtcccacaag 
52261 tgggagcacc tctgattgtg gtgattttct 
52321 tcaaaggaga ggctctaatg gaacaacact 
52381 agggcttcca gtttacctct aaggctcctt 
52441 gtttcattca ttgaatagat atttatggag 
52501 ggcaaacaag cacactgccc tcatggacag 
52561 acctagaatg acttgctttt tcctccatgt 
52621 gagagtagac attcttagcc ccaacttaca 
52681 gagataaaat agtaagtgaa gtccatctga 
52741 aggtggtgag gttgtgccca gtcccttagg 
52801 cagctgccta gctgtataca cgaaatttta 
52861 tattttctat gactggtttc ccactgcaac 
52921 tacagcccac aaagacaaaa aatatttaac 
52981 ccctccagcc tcagaacatt gccccctagt 
53041 caaaagttta atggcttcac acatttttta 
53101 ccagccaggg tgttcttggg caaacgtagg 
53161 agactgatca ttgctctaag gttaccctgg 
53221 aaaaagaaaa gatcatgaac aggaagtttt 
53281 aatccaccca tattctattg gccagaattc 
53341 gtgtactaga atgcccagga agaaacaggt 
53401 atccctaaat actaatcatt ctcacaccca 
53461 ctgttttaaa gctcagattc aatatgcatg 
53521 tacctttttg agatgcatac tgaaatatgt 
53581 taaaataatc tgaaacggag gaaatttttg 
53641 tggccataag ttttgttgaa gctggcttat 
53701 cttttgtata tattaaaaac tttccatagt 
53761 tctttgctat gttgtaccac tctttggcaa 
53 821 taataggcca caaggttctc tgcaatgata 
53881 ctcttacttc cttaaaatat tccagtcaaa 
53941 taatgaaaga caaaatctac gtgagaatag 
54001 ttaatgtcag acacctatag tacaagcact 
54061 taaacaaata ccagatttgt tacatgcatt 
54121 caaggcattg tctcaaagat tatacttgtc 
54181 tgcaaacatc cctacatcac aatgtctatg 
54241 caatgcagat attcctggtc caatttttct 
54301 ttcacctcag agtcctttgc catgtagaaa 
54361 gcctgtaatc ccagcacttt gggaggccga 
54421 gagaccagcc tggccaatac ggtgaaaatc 
54481 aggcgtgggg gcaggattct gtaatcccag 
54541 ttgaacctgg gaagcagagg ctgcagtgag 
54601 gtgacagagt gactctgtca aaaaaaaaaa 
54661 aggaaagaga gagtgtgtgc agataatcac 
54721 aaaaagctct tcacagccca aacctagatc 



cacacacaca cacacacaca cacacagaga 
cagagacaga gagagagatt gagagagaaa 
cacagaactg gtacaacatc acctctgctg 
ttccacgggt acaaagccag cttgtaaaaa 
cattttaaac agtctaccac aaggaactac 
tctatagctt tccatttatt ttaaagcaaa 
cacaaaagag tatatactgt aaaattcaat 
atggtgagag aagtcagaat attggtaact 
acattctgtt tcttgatcgg agtagcaaaa 
gctgttttct atatgtacag catactttaa 
gcacgttggt cttggaagtt aggaaacctg 
ctgtgcaata ttgagaatgt ctatttaatt 
agctaaatga actctgtggg cccttcccaa 
aatagtttgt tctctttttt gcctggaaat 
ctcccccagt tataacatgt gcctgagatt 
taataacaac aaagcaaatg caataaaggg 
gggttggcta tttgcagaag aggtcactgg 
cagaaatgca gtaaaggagt ctggcatgtc 
gccggtccta tttcaccacc gctccagcct 
aatagtttct tgacctcctc agaaactcac 
agctaggggc ttttagcatg aagtgaaaag 
tttgtgtgtg ttggagcata gggaagtgga 
cctggcagct gctttcaggg gtggagaccc 
catttctgag cactgtgacc ccttcgtagt 
tcaggctttc tgttcgtttg tgtttccttg 
ggagctccaa atttcagcag ttttctaaaa 
catttactat gtgaattcag aagtgaatga 
aatgtggagt cctgtatcga tcagacagag 
gagagtgata gttgaacttc acaacagcct 
gatgaggcag acgaggaaac tgagactagg 
ctaattcctt catatacagc ctctaaaaca 
acagcggttg acaaactaag tcatgtggtc 
ttaaaacaca gctataccca ttccttcatg 
accagagttg attaattgcc aaagggacct 
atcttgccct ctaaagaaaa agtttgccat 
tagggtaatg aaagttcctg gaacaaacca 
aaaaagttta tttctcaatt acacaatagc 
ggtcaggtag ggactctgct ccagagaccc 
gcaaaaacat ccagccagca gacaggggta 
tatgggctag atctgaaagg gacacacatt 
agtcacgagc ataggatact gagaaatgaa 
tttggggaac acagaacagc ctccaccaca 
gaaaacgtct ctggctgtga cttctcaaat 
tgtttaaaaa acattgctta attgagccct 
acatatgaaa tgacatatca tgaatttgct 
aaaatactga gaatgcaggt aagacaagat 
gagtaaggat ttagtatatt attctcttta 
aaaaaaaatt aaggattaca ttgaaactac 
aataaaataa aaacaataaa atcctagtca 
gtaactacag gtgttctggc ttattaattt 
taagcctgcc tgtaagataa atgggaccaa 
tacaatcaag aggcagaatg gttataaaag 
cctaggaaag gtaatctatt acttggggta 
ttaaaaacac taattgagaa ttactctgtg 
aggatgtata tactattata ccagctgctg 
aacaaagttt tatctcactt gctcaaggtt 
cttttgagca gtaactcaat ttgagttcct 
ggaaagagag ggctgggcac gttggctcat 
agcgggtgga tcatttgagg tcaggagttt 
tctctctact aaagagtaca aaaatcagcc 
ctactccgta agctgaggaa ggagaattgc 
ctgagatcgc accactacac tccagcctgg 
aagaatgaat gaatgaaaaa gaaaaaaaaa 
tcaggatgtt ttatggtcaa cctggaagga 
caagtatacc tagaaaatgt ctcatagcca 
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54781 tgaacccaga aagaaaacta gatactggga 
54841 atgttctacc acaaaggtga tcccaatcaa 
54901 acacaagtgc cccaagtgtc ataaaatcag 
54961 gctctgctga aggaggtagg attttaaaca 
55021 atgtgcttga aacttaattg gtttagtcta 
55081 tgtaagcccg tgttccctaa ctcaaaaaca 
55141 tggaatcaga gcgtgggtgt ttatcaatac 
55201 cacctggaat ggggatctct cagcgtgaag 
55261 ttcaacattt tataaagaca tctgtcccca 
55321 acaaagactt tgatctccaa atctccattt 
55381 tgcaaaggtt tctttccaga gttttttaaa 
55441 acttttagat gagaggagaa gcagctgagg 
55501 ggcaggacac agcggcccct ggatcctaat 
55561 gtcatttgtt cctgcgagcc cgtatcataa 
55621 taaaactctt tggctgtggg attctagttt 
55681 gctgattctc cagccctttc ccttttaagt 
55741 cttccaggat ttaaaagctg ctgggatccc 
55801 gttattgttt cgcgtttccc cccactcccc 
55861 attttagagc ctagagatag aaataagatg 
55921 agcaagcacc cctccaaaca tctcccctcc 
55981 ataatgaaaa ggaaaaaata tagcagactc 
56041 gctggagtta gttagaattt taaagatgct 
56101 tcctctcccg ggcacaaata agcccaacca 
56161 attctgcaaa gtaccgcggt gaccggagga 
56221 atttggttaa tacttggttg agatgccttg 
56281 cttaaatctt tctaggacgc ggagaaggaa 
56341 cgtgccgtca agaaagagtt gattatttat 
56401 ggctccatcc cggaggcact ggggtccggg 
56461 ggctgtgtgc gaacgcgtgg actaggtctt 
56521 gctggggagg aggaagggag ggaacgggta 
56581 ggccggactg agcgtccgct actccgagtc 
56641 caaggaggga agtgcgcggt gccacggacc 
56701 gactccgcgc cctcagccgg atcccagagc 
56761 catgagccgc acgcgggagc ccgaggctgc 
56821 gacagctgcg cgacgccagc ccccaaatcc 
56881 ccccacagag gcaagcccac tagagctgag 
56941 gcgggcactg cgtctctgca gcttccagcc 
57001 tagagagtcg gactcccctc ccttcccagg 
57061 ccgtgcccgg ctagcgggcg gcccagcaag 
57121 actcctcctc tcccccgact gcttcaggca 
57181 gcgccccctc cgttttccat cactgcaact 
57241 aagcagccca ggcaccaccc cacccaccca 
57301 ctacccgcgc ccgtcacagc gacctcggca 
57361 cgctgccgcc gagggcgccc cggctaccgc 
57421 cccccatctg gaaccggccc tccccgggac 
574 81 ccgaggagcg cggagagtag tggaggtggc 
57541 gcgggggcgc caagcgtgga ggtaactccc 
57601 cctcctcctc ctcctcctcc tcctcctcct 
57661 cgcgcttctc tggcggccgc tcccgctcca 
57721 ccatgtgcgc tcgggggctc ggctgcgccc 
57781 agcagggtgg cctccggccc ggcccgggtc 
57841 ccgccgccgc cgccgccagg cagcgccggg 
57901 ggcctcgcgg tggctccgcc gtggtgcggc 
57961 tgctcccccg gccccgcaca ccccgccgcg 
58021 ggagccctgg cgggagccga ggcgggagcc 
58081 cctcccccgg cgtcaccgcc gccgccgccg 
58141 ctcaaaagga tggtgcgcct ggcggccgag 
58201 acgctgcaca tcaccgtgct gcgcggctcg 
58261 ggcaacgcca gccaagccca gctgcaggtg 
58321 tgcggggacg gtttgtgggg cgggggtgct 
58381 ggtcccctgc cccacctaag agcaactgtt 
58441 ttaggcagag gcggagcggg ggcacgtgcc 
58501 ggctgcgctc cttcagttct gtctgtcacg 
58561 aaggagcgag gtttgggatg agcagaggaa 
58621 accagtcttt cgttgccctt cggaggctga 
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tggaggtggg gagtggggcg atgctctgaa 
ggtctagtgg gaaaacagac atgcaaacag 
taataacgat atgaataggg tgctctggac 
tttttatcag ctattggtac aatttcataa 
ttaaatttgt aattgttttt ccacaaaaat 
gagccctgct ggcaagcctg gttcggcaac 
tcgttatatg tgcttactgg aacataaatt 
ggattttaat aggattcatt catacatttg 
aaattcaatt tacaattttt acaacatttt 
acaaattatt ttacaagaat ttacattcat 
ggtcattttt gccttgggtc caaaactgtt 
tttacatgtg gagactgtgt gtgatgaaag 
tcagaccagc ctgcctctgg caataggaaa 
tctggcacaa ctggaggtta gaacaatcct 
gccatcttaa tttatacatt ctatttcggc 
gatcctaatt agaaaacaca caggaggatc 
ctctttgatc tcccatctga aatacggacg 
ccgacccgca ctccagtgac aattattggc 
tctgacaggc ccggctgcct aaaaatccaa 
tccctcgcac cgttccccac ccaaaaaaaa 
tataaacagc tgccaattta ttaataagat 
tcaggcatct ttaaggaggc agcaagccct 
gcagacccta ccttaactac cgctatttaa 
accttcgcaa aggcgcaagg gtttgcctta 
cgagaactcg aaagcagttg aattaagaat 
ggtaggaaat tggggagggg gaaagggagg 
ttaatttcat tcaccaaggg agaattcgga 
acgcgggaaa ggcttggaaa tgtgcgacgc 
ggctcgctgg gagggaaggg ctgggccggc 
ggaggagggg aagcgcagta taaaagtccc 
acttcggtaa ggcgggagcc cgagcaaggt 
gacacagttc gctctagcat ctgacgctcg 
ccttccattc gccaaccgcc cactgcaagg 
agcgcggtca tgaggcggtg gcccgggatc 
cctctgggcg cggcaccccc gggatgagcc 
attcactccg agttcctgag cgcctgagcc 
aacacctgcg cccgtgacca gacgaacgcc 
ctctacgggg cgccgcggat ccgcgaacag 
tgtcaagacc cttcggaacg acactttggc 
ggggtcgcag gcagacgcat ggcttgtccg 
ccagctccag tttgccaata aaggtttcta 
cagccccgag cctcagtgtg cacaagggct 
gcgggcactt ggtacagccc ggcaggctga 
caaaccgtga caacctcggt gtgcccgggg 
tccgagtgcg. gggcggcgcg gcaggcggcc 
ttgccgggtg agtggctcgg ggcggcgagg 
ggccgcagct gaagccctcc tactcctcct 
cctccttctc cttctcctcc tcctcctccc 
gctgcggcgc cgcggccaca tctggggcgc 
gccccgccgc cgaccccgca gccccctgcc 
ccgggctgtc ccgggaccca gtctccgtct 
gcttgctccg cagccggctt ggacaccccc 
ggcggcggcg gcggcggcgc cggcagctcc 
cccagcgcca gccccgcggg cccgggaagc 
gcgctgccgg gctcccgggc tcctactcct 
gccgccgcgc cgggtcctaa agccgcgcgt 
ctgctgctgc tgctggggct gctgctgctc 
ggagccgccg acgggcccga cgcggccgcg 
agtgcgccgc cggagagggc cgtgcgcggc 
gagctagtgc cgggtggatg cagggaggca 
ttggcagtag ttttgcccgg gccacttgac 
tggaggctgc acccggcttc caggtctgcg 
ggtcaggtgc ggggttggtg gggaggtggg 
gtgtggagaa tgtgcttgct tgggggtgct 
gtaatgttac tcgaggctgg agggacgcaa 
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58681 ggagacttta taggatgata tccctgaagt 
58741 cctttaggaa gcaatgccaa aggtcaggac 
58801 ccctcctcac cctcagggtt cccttgcttc 
58861 tgaggttccc ccctcccccc ttgtgccccc 
58921 accggtagtg atttgggcca gggttacctg 
58981 cccaaggatc ttccccgttg aaggtcgctt 
59041 cttcagggca aggagagggc gtagtggacg 
59101 atagaattgc ccagctaggc atttcctgcc 
59161 ggtgggacaa ctgtaaactt ggagcatagg 
59221 agaggggatt ctctggctcc taaaatctgc 
59281 atcccagcac tttagcaggc agaggcgggt 
59341 tcctggccga catggtgaaa ccccgtctct 
59401 tggcgcacgc ctgtagtccc agttactcgg 
59461 gggaggttgt agtgagctga gatcgcgcca 
59521 ctccgtctca aaaaaaaaat aaaataaaat 
59581 taaaatgaaa taagcattat tcattgttcc 
59641 attcactttt tacatcttta tacaatttat 
59701 aataaaacac ttccattgtg tttactacgt 
59761 actcacttaa tttaaccata atcttacaag 
59821 agatgcaaaa actgaggtac agagaggtta 
59881 ctcttgatta caccaaattt tgtctctacc 
59941 cgcaattaca aaacagtaga aaagtacaca 
60001 gacatttcta aaaatgtcct aactttgtgg 
60061 gtacagtgac agactgaggg aatttctatg 
60121 ctggggcacc caccaatcta acactgcgga 
60181 aagttatatt ttatacatga tgctttcttt 
60241 gatgttctgt ggaaaagtaa atttggcaga 
60301 ataacccggg gttggccttt tccgcttgaa 
603 61 aagtggcagt tctaaaaggg aagtggactg 
60421 tgccccaaga ggacacaaca aatgggggat 
60481 tgagtcccaa gtagctgcta atccaccagc 
60541 gactgtccac tcaatgcaca cacttttcca 
60601 ataattttgc tgttttgtaa tttgttatta 
60661 tatttctttg gccctctgac tctctgaagg 
60721 aaatgaggag gtctgcaaaa gacatttatt 
60781 atttgctagt agcaggtgta tttgaagaca 
60841 ccagacattt taaacccaag tcttaaacat 
60901 gagctactaa aatccttctt cacaatcaga 
60961 ttgtttttat ctctgtgtac aaccttctaa 
61021 aatggtgagt ttatttacct gaattgtagt 
61081 tcttatttaa ggatatatca aggacgccca 
61141 tagttaagat ttattaagtg ccttttatgt 
61201 actagctttc tttctttttt tttttttttt 
61261 caggctggag tgcagtggcg cgatctctgc 
61321 ccattctcct gcctcagcct cccaagtagc 
61381 gctaattttt tttttttttg tatttttagt 
61441 tggtctcact ctcctgacct catgatccgc 
61501 caggcgtgag ccaccgcgcc cggcccatac 
61561 gaattaggtg ctatcattat ccctgtttca 
61621 caaggttgca cagctagaag cttcttcatt 
61681 ttgaagcata tttctactgc aagttcttga 
61741 ttttaacaat ttacattttc aaatgtatct 
61801 tatgtatata tacacataca ttatatatac 
61861 aacttttttt gtagtttcag cgcactaggg 
61921 tcccctagta tgccctagtg tgctcaaaac 
61981 taaaaagttt tgagtacact ctccatattg 
62041 gtctttgaat ggttgtcagt atttttaaaa 
62101 agtagctgca ttaaaatgca tggaaacatc 
62161 ttagaataag tttgtctcat attaatcaga 
62221 attaatgtta atgataaaac atacatagat 
62281 tcatctggaa gacaaaatat agaatccata 
62341 tttgtctgaa attcaaatga ttgcctttcc 
62401 atttctatat atttttagta gtaagtcaga 
62461 attataaaac accaatttga ttatttttac 
62521 tgtagtaaaa tgtctttgtt ctctgtttcc 



ctttgggaga aagaactccg ggagtctacc 
ataatttccc aaggagaata gccaggcatc 
cagtgttcct cttcctccgg gagcctcgcc 
ttggtcatgg ggaaggtgca gagtgaaggc 
gggcttttaa acttgtagca" aagtctttct 
tagcaatggg attctgttta tccatttcaa 
gtcagacata atgtgagttc tgacttagga 
gctatgttag cgcctttcct tgagtctagg 
caaaagcaag cagggatttt cccaggaggc 
tcaaaccagg cgcggtggct cacgcctgtg 
ggatcacctc aggccaggtg ttggagacta 
actaaaaata caaaaattag ctgggcgtgg 
gaggctgagg caggagaatt gcttgaaccc 
ctgcactcca gcctgggcga cagagcgaga 
aaaataaaat aaaataaata aataaataaa 
caaaggcctt tatattcatt gtctttgata 
tgcgaaaaac tttaccgtaa agagaaaact 
gccaccgttt taagtacttt acagaattta 
acatggtact gttaatatag cctcatttac 
aaaaacttgt caaagttcag acattccaaa 
aggatagact aaagcaaggt gattattgca 
ccccaaagct taaagttgtt ttaactttga 
gttctctcac cttctcccgt gggtagataa 
cggaagttga agatgccacc atcctataga 
gataattctt aatatcttca agatttctgg 
cctcatggac tcatgaaaag ccataaaaat 
ttactttatg aggtgtttgc tatcattaga 
cagtaaggta atgagagaag cagctggtgg 
aattctcaaa aggggctttg gctgaagaac 
ttagaaagag ttatgctcct agaaatatct 
ttcagcttat cttgtaatag tgttcggtga 
agcagaatga tgagtttagc agtttagttc 
taaaagtttt atactcttcc tgaccaaagt 
tattataagt caaaagaaga atgttctgcc 
agtccatcgt tttcaggccc cagaaagtga 
aaactgtgga cactgtattc tttcttttta 
catctaaatt tgttggttct gtgctatcct 
aaattaatca atccatatac atcattttta 
aatataaggt tgtcttagtc agaaatatgc 
atgtttgtat tcacttaaaa agggacacat 
ataaagtagt agtaagaaaa gcaacaataa 
ggcaggcact gttcttagca ctttacacat 
ttttttgaga cgcagtcttg ctctgtcgcc 
tcactgcaac ctccacttcc cgggttcatg 
tgggactaca ggcgcctgcc accacgcccg 
agagacgggg tttcaccgtg ttagccagga 
ccgccttggc ctcccaaagt gctgggatta 
tagctttctt aatcctcaca aaaatcccgg 
aaaggagaaa ctgaggttag gtaatttgcc 
tattttcgtt attttatagt ggggagctat 
taaagtcata cactcaagag agagaaaggc 
tgacagtctt actgtgttaa ctatgacata 
ataatacaca tatatgtata aatgttatct 
gttacatttt tgactctttg tatgactgtc 
attaataggt acgatgttac aaggtggcag 
ggtaactggc tgatgaaaat aaaaatgtta 
tatctagtaa gaaatgagaa aactatctgc 
aactttttct tgcttttgaa tcttagttca 
tactcagatt agttctttca catatattta 
atggatatag atatagatat ataataaaag 
ggcaataata gtactaataa aggtatctcc 
actaaatctc agtcagtttt agaatcatga 
actcattaag gcagtgagat ttaagcaagt 
aataacatta aagcaaacca aactctcgaa 
taactatcat ctttatgaac actttccatc 
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62581 ttttatccct ttattgcctt cagtaaaaca gcttagcttc ttgtattcac tgctttggat 
62641 ttaggagttc atccaagcca cttatagcag tagaagcaaa agcataattt atctgtactt 
62701 aatacaagaa agtcaatagc catttgtgtt tcttattttg tgacttacct gctcgttttc 
62761 cagtcaggct gattactttt actggaattt ttttttttaa tgattgacaa ttgtttcact 
62821 tagctattgc tgcagaacaa accaccctaa aatttagtgg cttaacacaa ccaccatttt 
62881 atttcttcat gaatttgtat gacagcacct tgcttgggct cagctgagtg gttcttctgg 
62941 tgatttcacc tgatattact catgtagctg tggccatctg ttggcttcat gtgggctagg 
63001 tggtccaaaa atacctcact catttgtctg atagttggtg cttgctgtca cttaggtttg 
63061 ctctccatat aatctctcat ccttaaggag tctagctcat atatctttac atggtggact 
63121 cagagcagca agagaataaa agcagaaatt gcaagaccta ttgatgagtt tgcacaactt 
63181 catttcagct gtattctatt agccaaacca tgtggttgct tagattctag tggacaagaa 
63241 atagtttcca cttcttgatg ggaggagcag caaagtcaca ttaaagaaga gcatgcgtac 
63301 agggaggaat cataggcatc tttttatctt tgttctccta atttttgatt tacattttta 
63361 gaacccatag tgcaaggaca taaagtgtcc ttttaggtga ctgtattttt atcaaggtga 
63421 aactctttat ctcttttatt gccttttgtc ttgaatactt ttttgtgtca tattaatatt 
63481 gcaacttctg ctctttcttc cttttagaat ttgtttgggt gtcttttcca acctttattt 
63541 tcaaactttt tttgactttt taatttactt ttttcaaatt tattcattta ttttgagatg 
63601 gagtctcact ctatctccca ggctggagtg cagtggcgct atcttggctc actgcaagct 
63661 ccacctcctg ggttcacacc attctcctgc ctcagcctcc cgagtagctg ggactacagg 
63721 cacatgccac catgcctagc tatttttttg tatttttagt ggagacaggg tttcaccgtg 
63781 ttagctagga tggtctcaat ctcctgacct catgatctgc ccgcctcgac ctcccaaagt 
63841 gctgggatta caggtgtgag ccaccatgcc cagcccaact tttttctttt tttttttttg 
63901 agacggagtc ttgctctgtc acccaggctg gagtgcagtg gcgcgatctt ggctcacttc 
63961 aaactctgcc tcctggcttc acgccattct cctgcttcag cctcccgggt agctgggact 
64021 acaggcgccc gccaccatgc ctggctaatt ttttgtattt ttagtagaga cggggtttca 
64081 ccctgttagc caggatggtc tcgatctcct gacctcatga tcctctcgcc tctgcctccc 
64141 aaagtgctgg gattacaggt gtgagccacc gcgcccggcc ccaacttttt aatttaaata 
64201 tctttcttat taataagcta tattaataat gtctatctta ggaatcaatt cttaccagtt 
64261 ttattatact accaataatt atttagactt aattctaaga tttacttatt tctttatcta 
64321 gctgctgctg cctttttttt tttttttttc tttttgagat ggagtctagc tctgttgccc 
64381 aggctggagt ccaggagtgc agtggtgtga tctcagctca ctgcaacctc cctctcccgg 
64441 gttcaagcga ttctcgtgcc tcagcctccc aaatagctgg gattacaggt acccaccacc 
64501 atgcccggct aatttttgta tttttagtag agatggagtt tcaccatgtt ggccaggctg 
64561 gtctcgaact cttcatctca ggtgatctgc ccgtcctggc ctcccaaaat gctgggatta 
64621 caggtgtgag ccactgtgcc tggcctgctg ctgctgcttc aatctcatac tttcatcttt 
64681 tattttgcta gaacacagtt tcaaaaattt tttcagagag aatttattaa ttataaactc 
64741 tataagaacc tatatcttta gacatatctt tatttgattc tcagaattaa atgctaattt 
64801 ggcagttggc tgtcttctat cttatttccc ccctaagaat tttaagaata gaatttaatt 
64861 tttgatacca tctcatattt cagatgagaa gtctaatacc atttctttgt aggtgatttt 
64921 tttaaaaact tgatgctttt atgatttttt tcctttattt taatgttcgg aaattttacc 
64981 aggttgtgtt tagattcagg gctttagctg ttagtcctgt tcagcatatg gtggaccctt 
65041 tcattctgaa gtctaaactt tgtctccagc ttgaaaaaat ttctttagtt atatctttgg 
65101 tatttccaat atccctgtac tctttttctg gaactcctgt tagagattga aactaacatt 
65161 gagatttcaa gatctatctt tcatgtctct gaatttttct tctcatactt ttatttctgt 
65221 tgtttaattg tgtcttatgt ctcgaggcat tcttctggct atttcaaccc cagtgtcttg 
65281 tttaggaaat atttcataac tgaacgctca tagtaaatat cagatgcaaa tgtcaaactc 
65341 aaccactctg aaacccagga ctgaatgaaa tagctctacc acttcctgcc ctcagccttt 
65401 tctcctaaat tctatagcct cttttctccc cttctttttc tttccctttc tttccttttt 
65461 cttccttttt tatcttcctt tcctttcttt ttccttatct ttcttctctt ctctctctct 
65521 ctctttctgc attttttaaa gttttttaaa actacatata aattacatgc aataaaatgg 
65581 atgaatctta agggttcagt ttcatttttg acagttgtat atgcctatat agttaccacc 
65641 aaaattagga tatagaacat tccccatcac cccagaaagt cttctagtgc acaattgtag 
65701 gcaatttgct ccttccagag gcaaccaatt tctggcttcc attaccgtag attagttttg 
65761 cctgttccag agtttcacat aaatggaaat gtactttttg catttttcca tgtgcctggc 
65821 ttctctcatt aaactaagtt tttgagattc atttattttg tgtgtatcag tagatttctc 
65881 tcttttattg ctaaatgata gtccactgtg taactctatc acaatttgta tatccccatc 
65941 aatggacatt tggtttgttt ccattgcttt gcatattatg agtaagacca tgttagtatt 
66001 cttacacaag cctttctgtg gacctatgtt ttcatttctt gtgagtaaat ttctagtagt 
66061 aaggctgaca tagtctctgt tcttgatagt attgtggtaa ttcttctagg gaaactgact 
66121 ttttagagat ctcactttcc ttttctcacc tctgtagtgc ttcactttca attggttgcc 
66181 acttgtttca tatctaccag aaatccctct ctctcttctg ttggcccttc tttcagcttt 
66241 ccaattctgt tgtggattga ctcatatttc ttctacctcc tccatagaat taataaatag 
66301 aaaagaggta aacgccacct tggtcggcca ccttgagctc aagcactata attctatttc 
66361 ttaattttat tttcctttat ataaaccaaa ataaagttct atcatttgtg ctgttccttc 
66421 atttattcac ttctactcat agtttaaaag gcattaatct ttgaggtttg ggggcatcct 
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66481 
66541 
66601 
66661 
66721 
66781 
66841 
66901 
66961 
67021 
67081 
67141 
67201 
67261 
67321 
67381 
67441 
67501 
67561 
67621 
67681 
67741 
67801 
67861 
67921 
67981 
68041 
68101 
68161 
68221 
68281 
68341 
68401 
68461 
68521 
68581 
68641 
68701 
68761 
68821 
68881 
68941 
69001 
69061 
69121 
69181 
69241 
69301 
69361 
69421 
69481 
69541 
69601 
69661 
69721 
69781 
69841 
69901 
69961 
70021 
70081 
70141 
70201 
70261 
70321 



cagatgtcta 
taatctcaat 
aacatttttc 
ctttgttcac 
aacttctcct 
cattatctca 
tctgtggttc 
cttagggttt 
atgaagcccc 
caaagacagg 
gtagtgagtt 
aaaaaaaacc 
taagaaactg 
caagaggtta 
ctcttgggac 
gctctttctc 
tcaaataaat 
aaccacaccc 
ggaagtctcc 
ttaacagcga 
gctaccccat 
gctgcaaagg 
tcctttttct 
taacaatggg 
ctccctgagc 
taaaaacagt 
aacccaatca 
acccacattc 
. ttcaagtttg 
ttcaagagca 
catctggaca 
gaatgcagag 
atccaggtag 
caggtaaccc 
ttattttttt 
taaatgaaaa 
ataaatctac 
caaccactga 
aagtggaata 
ttcatgttgt 
tgtggatata 
ctattaaaga 
ctcttgggtg 
tattaagaaa 
aatccaggta 
ttttcttggt 
agagaagata 
ctcatgggtc 
tggtgggggt 
ggaaaagtgt 
attctcttgc 
cgtatctcct 
gctcaacatg 
aagagcaaaa 
cactttgaga 
caacatggag 
tcctgtaatc 
gaggttgcaa 
tccatctcaa 
caagaaatga 
ttgttagtga 
taaggtaacc 
aagaagctca 
attagcatct 
gaatcagaat 



ttcatttggt 
aacattttcc 
ctctgatatg 
ttttttttct 
gtagaacttg 
gtttctttaa 
tattatttct 
acaaatttta 
ttaggtcctc 
agataattta 
caaacaaaca 
tcactttgca 
tgaacataaa 
gatcaagtcc 
taagcactca 
ttccctgcct 
tacttgttct 
aaatggtagt 
agaagggtaa 
ggaagtctgt 
gccctcccgg 
tcacgcctag 
cctgagatgc 
gaggcctcag 
acagaccagc 
aggttaacta 
tcttgcacag 
cccatggaag 
ggtctctgag 
gtgacctgga 
ccacttatct 
aaggtggaaa 
aatattttca 
tgggagatgg 
aaatacagct 
atttgacaat 
catctgaaaa 
tctgccttct 
cagaatgcat 
tctgtgcata 
ccaccatatg 
tgctgtgaac 
aatactttgg 
ttctggaaat 
ctcccttgga 
taaaatgtaa 
ctgtctcctt 
tcgattctcc 
tgtgaaaaga 
cccagaagaa 
cccattcctt 
gcctggggcc 
aattggaagc 
ataaaaatgg 
ggccaaggcg 
aaaccccatc 
ccagctactc 
tgagccaaga 
aaaaaaaaaa 
attgaggaaa 
ctcacatagg 
catccattgc 
gaatggcttc 
cctgaaagct 
ctgcatttta 



caagaagaat 
atatgtcata 
cccattaaat 
tcccagagtt 
aagattatta 
cttgtcttca 
ctctcatctt 
ccctttacaa 
aatgacagct 
gagatgggat 
gcaagggaat 
ttttatttaa 
tacgtaaaac 
agtgctgaca 
ctgcccattg 
tcctccctct 
ttgtctcagg 
catggtaata 
cagagcagag 
tagcctcaga 
agcagtcagg 
gcaaagccta 
tgatcccatg 
aggcgtgtgg 
acgtgtccct 
ccccttcttc 
agcactctct 
agatagtact 
ctgcctgatt 
aaaggtcagg 
attttcaaaa 
tggtcatagc 
ccaaggacaa 
cagtgaggac 
ttgttgaagt 
actgacacct 
gtttccttgt 
ctcactgtag 
agcattgcat 
gataatttgt 
tttacccatt 
attcaggtat 
agcagaatgg 
ctttttggtg 
aaacttcaca 
gtgtatgaac 
agaaggaatt 
aagtgatggt 
aaattcgatg 
aactctactt 
gtccccatga 
tcaattacat 
caagtttatt 
agatcctgcc 
ggtggatcac 
tctactgaca 
gggaggctga 
ctgtgctatt 
aaaaaaagga 
ttctgacctt 
attctcatta 
ccaaatgttc 
tcagcccttg 
tgttataaaa 
aaaatgttta 



ctgttttggt 
caagtgtttt 
cttttacgct 
catgaacagg 
tgtaatagtt 
ttagtcttat 
ctgagagcat 
attttatgat 
aagagtgtcc 
gggggtgtcg 
gtgttgtaga 
accttataca 
ctaatttctt 
aaaccaatat 
tggtccctga 
tcgcctacca 
gcctgcttct 
atggatactc 
tttccatgag 
gagatgtgct 
aagagggaaa 
caaattcctg 
gtcctttact 
gattgtcatc 
ggaaagttat 
ctgttggcct 
atggctgaca 
gcgaggttca 
tgcagttttg 
taggctttga 
ataacaaagt 
ctgccccagt 
agaaacaaat 
aggaggagaa 
gcaattgaca 
gtaaaaccat 
gctcctctgt 
attagtgttg 
gatatggctt 
tcctttttat 
gacccattta 
aagcctttgt 
ttggatcata 
cactcacata 
gcatttgaag 
tacagtatat 
ctcctttctt 
ggtgacagac 
ctggaccaaa 
ctcccgtgtc 
gtggaaatta 
tgtgacatag 
gctgggaatc 
gggcgcggtg 
ctgaggtcgg 
atacaaaatt 
ggcaggaaaa 
gcattcctgc 
gatcccatta 
ctgggcacat 
tgagggaaaa 
actaggtgca 
cgcccagaat 
taagagtttt 
cttatatata 



tttaatgcct 
ttaacaactc 
acatgttaat 
tggctgctct 
cctttgtcgt 
tgtaaaacat 
ctttcttttg 
ttgtaaagaa 
ctctgtctct 
gtttagtgcc 
aaaaaaaaga 
attccttttt 
tctttctgtg 
gcttattatg 
cttgataatg 
gagatttctg 
aggaaaaccc 
ctctaggtag 
gcccctgctt 
gcaggcagca 
ttccaaaatt 
gtgtttagag 
atcttaggtg 
tactccctgt 
ttttgtaaac 
gactcatgca 
cacatccatt 
tggaatagaa 
agtaccccaa 
atgcgatggg 
atgtccaaaa 
gttaacttcc 
aacagacatg 
gagtggcagt 
actaataaac 
caccatagtc 
gagcttcagc 
gatttcctag 
tttgctcatg 
taccaattaa 
ggttatttcc 
gtgaacattt 
tagcagttgt 
aagtgtttag 
gttgaatccc 
tatgaaatac 
ttcagaatgc 
attgattgta 
aaaaaaaaag 
ctgctgtcca 
agaaaaccag 
aaacctggta 
ttcaaatttc 
gctcatgcct 
gagttcgaga 
agccgggcgt 
ttgcttgaac 
ctgggcaaca 
gatgttccta 
gggacatagg 
tactgtcctt 
ttcatggccc 
gcgatctaca 
aagccatgcc 
ttttgggggt 



ccaaagcaaa 
ttaatatcag 
ttcatgttca 
cttttcaaga 
ctccaaattc 
tttagtgctt 
caacccttgg 
aagaatgaca 
actcatcccc 
cagattatat 
aaagaaaaga 
ataagaatta 
gcttatcagt 
cccagtgttt 
tacccttctg 
gggtcatctc 
acactaagtg 
caacaataca 
gttgttgtca 
aaagaaccag 
acagagatgg 
atctaatggg 
g9^99stgag 
gaggcatcaa 
cgagtagaag 
cattttagta 
agacagcaac 
gagttctgtc 
tcaccaaata 
ccattgatgt 
tctgtatgaa 
tcccataagc 
ccttgcctca 
cattttatta 
tgtacatatt 
aagatgatga 
aatctccaag 
acttttatat 
ttgagattca 
tattctattg 
tatttggcaa 
gctttcattt 
atgtttagct 
gatctacaac 
aggatgatat 
tgaaagaagg 
ccaaagtagt 
gtgaccatca 
aaaacaggcc 
atattccttg 
aaatagattt 
tggattttga 
agggagtagg 
gtaatcctag 
ccagcctgac 
ggtggtgcat 
cagggagcta 
agagcgaaac 
attcttagcc 
aaaatacaga 
ctcttacaca 
agagatagac 
gaccaccagt 
cagaactact 
acaggtgcag 
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70381 gtttcttagg tgcgtatatt gtgtagtagt 
70441 tgagtagtga atattgtacc cagtgagtaa 
70501 ccttttggag tccccagtgt ctgattactc 
70561 cccccactta taagggagaa cgtggtattc 
70621 cataatggcc tccggtacca gccatgttgc 
70681 gtctaagtag tattccatgg tatatttctt 
70741 ttgattccat gtctttgctg ttgtgaatag 
70801 tctttttgat gtattgattt ctttcccttt 
70861 ttgaatggta gttctctttt tggtactttg 
70921 tgtgcttatt tacattccca ccaacagtgt 
70981 caacatatgt tgcttttaga ttttttaaca 
71041 ctcattgtgg ttttaatttt tatttctctg 
71101 tgtttgttgt cctcttgtat gtcttctttt 
71161 tttttaacga ggtcatttgg ttttttcttg 
71221 tatgttagcc ctttatcaga tgcaaatatt 
71281 tcctacagaa tctgtatttt gacaaggtcc 
71341 agaaacactg gtctacatgc atgtttttct 
71401 tacaggtcct gtgttatcca gctattgcct 
71461 atctcaacgg tctgcaatta taagcatgta 
71521 gaggttcagt agatctaggc agggcatggc 
71581 ctatgggtct cccattcttt tgtgaccagc 
71641 gatgggatta cacatcagtc atatctgtta 
71701 tccaacagac tagccaaaaa gtggtcatgg 
71761 tcctcagtta agtctctgcc cctaagcaaa 
71821 cattcagtaa aatgggataa gaatagttaa 
71881 agcctggctg tgtggccaga gtcaggccaa 
71941 actgagaagt tagagctgga gaaagctctc 
72001 acatgattcg gcccccacca agggttgttt 
72061 ccatcttttt tcagaatggt tgtcctttca 
72121 aactgtgcct gcaaatacgt tattcatcac 
72181 ccactttccc tgatgaaagg gcaccgtttc 
72241 aacagaacat gcctggggac aggagttcca 
72301 ttttttcttt tttttgaaat ggagtctcat 
72361 aatcttggct cactgcaacc tccacctcct 
72421 ctgagtagct gggattacag gcacccacca 
72481 agagacgggg tttcaccatg ttggccagaa 
72541 ccacctcggc ctcccaaagt gctgggatta 
72601 atccttctaa caaggacctg ctcagagtta 
72661 attatgttaa caaacttctc acctttccaa 
72721 gggaaagact ggcacccatg attcaattgc 
72781 gaattctggg agaaacaatt cggttgagat 
72841 tccaccccgg cccctccaaa tttcatgtcc 
72901 acagtccccc. aaaggcttaa tttatttcag 
72961 tcatctgaga caaggcaagt accttctgcc 
73021 ttacttccta gatacaatgg gggtacaggt 
73081 gaaactggcc aaaacagagg gattacaggg 
73141 ttaaatttta aagctccaaa atgatcttct 
73201 tgatgcaaga ggtgggttcc catggtcttg 
73261 acagcctccc tccagctgct ttcaggggct 
73321 catggtgcaa gctgtcggta gatctaccat 
73381 tcacagctcc actaggcagt gcccaagtag 
73441 ttcccttctg cactgcccta gaagaggttc 
73501 tgaagtccct cccacaacac atgagaattc 
73561 ggggacacag ccaacatatc aacatgccct 
73621 caacagaaat ctattcacta atgcactcaa 
73681 tgtttaaaat ggccccaacc ttgaaacaac 
73741 gtagttaagt gtacacagtg ggaatgaaca 
73801 cacaaatgta atgttgagtg aaggaaacca 
73861 gtttaggtaa agttcaaaac caggaaaaag 
73921 tgtcagggaa gtgatgaaaa gggagtccaa 
.73.981 gcctcttgat ctaggcattg gttgcctagg 
74041 gtagagttat atatgtgtat atttctgtag 
74101 taaagaatgc agcaggcagg gtacatggtg 
74161 gattacccac agccctggag ttcactctct 
74221 attgttctcc aaattagaat gaatgcaggc 



gaagtctggg cttttagtgt actcatcacc 
tttttcagcc ctcatcccct ccacctccca 
tttgtatgtc cgtgtatgcc cattgtttag 
gactttctgt ttctgagtta ttttgcttag 
tgcgagagac atgacttcat tcttttttat 
tacccagtct tccactgatg gacatttagg 
tgctgtgata taaacagatg agtgcgggta 
gggtatatac tcaggagtgg gattgctgga 
agaaatctcc atactgtttt ctataaaggt 
ataagtgtgc ccttttagcc atgtcctcgc 
atagctattc tgacttgtgt aaaatggtat 
ataattagtt atgtaaagca ttttttcata 
gaaaaatgcc tgttcatgtc ctttgtcgac 
ctgagttgtt tgagttcctt gtggattctg 
ttttgcatct gatagtttgc aaatattttt 
ccagattaat catatgcagg tcatggtttg 
tgcaagttgc aggtcccaga aagcacttaa 
aataataatg ctgtaggaca actactccaa 
ctctcacact catgggtcca tgggtcagct 
tttaagctat ggattgggtc taggtttaca 
aggttacctg ccacacattt ctctcatggt 
ccatttcatc agccaaagca agtcacaaga 
gctttggagt tgttttgatt ccagttctgc 
atccttacac ttctctacat ctctgtgtcc 
catcaccagg gctgtgttga gaagctgctc 
gagaaagggt gagtcccaga gggccctgcc 
acatgtcatc ctatgggttg ctctggcagc 
ctgagtcaag aaacacatgc ccatcacttt 
ctgcttacaa attgtgtgct acat?ggtagg 
tcacggggct tggacaatat aagcctgcga 
ctaccttcct tccccagatg caacaagaga 
aagctctgtg catagtatat tgtacttccc 
tgtgtcaccc aggctggagt gcagtgatgc 
gggttcaagc aagtctactg cctcagcctc 
ccacgcacgg ctaattttta tatttttagt 
tggtctcgat ctcttaacct tgtgatccac 
cagtcgtgag ccaatgtgcc cgtctcggcc 
caattcttag gagtaataca gtagaagaca 
ctaatgctgg gatattcatt gagttagcat 
ctccacctgg gtccttccca caacacatgg 
ttgattgggg acacaaccaa gtcatatcat 
taacatttca aaaccaatca tgccttccca 
aattaaccca aaagtccaca gtccaaagtc 
tatgagcctg taaaatcaaa agcaagctag 
attgggtaaa tacagtcatt ccaaatggga 
cccaggcaag tctgaaatcc agcagggcag 
ttgactccag gtctcacatc aaggtgacac 
ggcagctctg cccccggggc tttgcagggt 
ggcattgagt gtctgcagct tttccaggca 
tctgggatct ggaggacagt ggccctcttc 
ggactctgtg tgggggctcc ggtcccacat 
ttcatgagga ccctgcccct gcagcacaca 
tgggagatac aattcaattg agatttgaat 
tggcccagca attccacctg agtatgtgcc 
agacctaaaa aataatgttc atagcagcac 
cccaatgcca tcaacagaat ggataataag 
aatgacaact atatgcaaca tgcacaattt 
ggcacagtaa agtacatgct ggataattct 
gaacctgtgc tgttggaaga gagttacctt 
ggagggcagc tagggtgctg gtaatgtttt 
tgtcttcagt ttgtgaaatc tcattgagtt 
gaatatcat'a cttcaatttt aataaaagag 
tagaagagat ggctgatttt cactgggaaa 
gggctccctg atgtgcgtac tatcccacag 
tggtttcagt attatggggg tgctcctctg 



37 of 46 



11/7/03 2:04 PM 



NCBI Sequence Viewer 



\vysiwyg://31/http://\v^vw.ncbi.nlrnnih.gov..J263998&dopt=GenBank^^ 



74281 cctcaggtcc cagtgccatt gttacaacat 
74341 catatgaaaa gagtgaccag caaatttact 
74401 gctccatggt cctccttcaa agctcaattg 
74461 ttacaataaa gaggagcaat aacttaaaat 
74521 tgaggtggac attccattta ataaacatca 
74581 agtccagcca tgggcctgag agacttctac 
74641 aattatattt ttatgctcta gccctctccc 
74701 aatgagaggc aatctacttc aaaccagagg 
74761 aaattcatag cccattactc attaacttat 
74821 tttttaaggg ttggggccaa attaaactcc 
74881 cacatggaca tcactccaca taattccagt 
74941 cagatactag aactcaacta gaaaacaaca 
75001 gaatgttatt aactttccaa gaaggaaaaa 
75061 tttggcttca catggagtct gacccaggtg 
75121 accagcctcc tgaaaactga ccaatccaga 
75181 gttgatcagc ccatagagga tacaacgttc 
75241 taacccatta ctcctgaaaa ggttcagctc 
75301 tcagtgcatc cttccctctc tgctcccctc 
75361 tgagacaact gagagctcct tactgagagt 
75421 tccgaagaca tcatgaaatg agataaatct 
75481 gaaacatttg aagaggcatt gggatcacaa 
75541 tattaaatag aaataatgaa aggcaagttc 
75601 tcgaagttct gttccaggtt ctccccaggg 
75661 gttctctcat gccccacaat ggttctttca 
75721 taaggtctgg acgaacccaa taatgggcat 
75781 ccatctgcag ggtcctccct gagatctgag 
75841 gtgaatgcta gtgggggaat tattgtggtg 
75901 gacaatctac atgaagtacc ttttgtgcca 
75961 acatacacaa gggtcactgc acatggctgc 
76021 ctgtgctcca acccacctgc actccatggt 
76081 acactcacca aattctagaa tgttgttgta 
76141 tcattgacaa agaatctaaa acctggagaa 
76201 catttatcct acagccagta ccagactcca 
76261 tcccccattt ctgaacatct gtaaaagttt 
76321 agtaagtgta catctaaagt gctgggatcc 
76381 caggagcaga' aaggtaatta aatggacatg 
76441 actgcagtaa ggcaaatgaa ataatgtaca 
76501 gcattctaca attccattca ttcattcagc 
76561 atattgtgct aggcactgga gattcaatag 
76621 gacaataatt gattcagaat aaaggaatta 
76681 ataaacaggg agcaaaagat agggaataac 
76741 ggaaggactt gatggaaaag tgacacttga 
76801 tctgcaaaga actcaggaga gccagtcagg 
76861 gataggaagg actttggcat gactaaggga 
76921 gaagaaagtg gcacatgaac ttgcagaaaa 
76981 atatggctgt tctaggattg gtgaggaagc 
77041 catctgatca gtggataatg agagggaaga 
77101 ttcaggtaag aggtgatggg atgtggacca 
7716.1 cagttctgag acagagccaa caggatatgc 
77221 aagagtcaaa gacagcttcc agtttcacaa 
77281 ggacatgtgg aatatgagat gcctctggga 
77341 gtgaagtgga cagggagctg agagtgaggt 
77401 agaggtgtgt cacagaagcc aggggagaag 
77461 atgctgctgt gagaacaaaa aagatgaggc 
77521 agccatgact. ggtgacctga atgaggtcac 
77581 ggaacagact ccagtgtcta ttgggtaaag 
77641 gaatatacaa ataagtcttg caaaagtttt 
77701 ggtcaaaaaa gagtttttgg ttcatgtaag 
77761 atgagaacga tccaatagaa agggagagat 
77821 aggagtgaat tcttcaagaa ggcaaggggc 
77881 aggaaagctt gttctgtgta acaattggga 
77 941 gtataaatag agtgatggta ataaaagagt 
78001 aaatatgaag tgagggcagg agcacaagta 
78061 tcatcttgga tactggagca agtaaggttg 
78121 tgcttagtat tcatttgagg gtttgaggac 



caaagaccaa ctgctggctg agatgcggtc 
gcttgacttc attcccctta aaaggaactg 
tagacatata tcttctttat aggacatcgt 
ttaaaaaaaa gaatactttt gagagcactg 
ctgtggttac attgcccaaa cattcccaga 
tggacatggt gacttttggg gactaatttg 
taggctctga aagttcttga gaaggtcatt 
gccacctcac taaaatcagg caaaatggca 
ttggagctgc ccttcagtag ggtaaacatt 
tggatcgatt atacatagtt ccccaatacc 
gtgaaaatct cacagactta ttagcatttc 
aagttgtttt tatgcctatc agaaaatgaa 
agtaaaatta tttataatat acaggatgtt 
gtggagaaag tcacatctac gatcaaaatg 
ataatccttt caggttcact catgatagca 
taaagagtgg gcaagtcatc cacttctgtt 
tccatacttt gctggaaaaa ggctaacaac 
actggtacat tcaggaagac acgaaccagg 
gtgaagtgtg atggtggcac aacatgcaat 
ggggaatcca catcaactag aaaaaaactg 
agagagtgaa tctaaacatt gaacagcagg 
tcaggaaaaa atctgtggca gactaggtat 
actcattgcc ctgaaactct gtctggtgtg 
cttcttattc accaaggcca ggattaatgc 
gaatggcctt ggccttaagt tttcagggat* 
aagggtttta cttacttctt tcatcttaag 
tgccccaaga acgttctgtg tcttggtcct 
ccaggatacg tgggcacatg acaggtactc 
aggaatgccc aggttggacc ggggcttcat 
gaggcactct gtttagaagg caggttgcag 
ggcaagaaag ccaagcccca atgtctcatt 
attaaaagat ttggctaaga ccataccatt 
aagcaagtca tctttcatga agccacacaa 
ttatagcccc acttagctaa agagaattag 
tgctacatgg tggttgctct taggttgtta 
aattgtctct tttatttaat atacaaccaa 
tataagcatt gagcactgcc cagccacatg 
actttcatat cgcgtggctg tgatcagcag 
agaacaagct tatgttctag aaagaaaact 
ttatagattg tgataggtgc ttagcaggac 
tgggagttcc tactaaaaga gggtggtcaa 
gtcctgagct gggggaataa aaggaccagc 
cagacggaat cacaaacacc aaagccttga 
tggaaaagag actggagaac agtgtgtaag 
aagcaaggat tttgcaggtc atgataaaga 
agccattgaa gagcttctaa atgatggctc 
acatagatat gttagaaaat ttcacaataa 
gggtagagaa gagtggatgg atgcaaggca 
tgttggattg catttcagag ttaagaagtg 
gggtagagtt catgtcagtg gatttatatg 
catgtaagtg aagataatag cagggaggct 
gtcatgatga aagtggtaaa aggagaacca 
aatgccttaa ggagagagga cttctatcga 
cagagaagtg ctcattcaac tgggcaacgc 
caactgctct gcagttgcag aggcatcatg 
gaacaaatgg aaggtgagga aatggagaca 
actataaaaa ggggagatat atgaacatgt 
atcagagata ccagggcatc tgtgaggctg 
tgatgatgca aaactgagag aggagaaatg 
tatgtgtgag cattggcctt tcacagaagc 
agagaaagaa aatgagctat gcagacagga 
taccatctca tgactcctgt tccatcagtg 
ggacgtttga ggagagaaga tataaaatgg 
tgaaggaagg gcagttggat tttggaacag 
atgaatctaa aataaagcaa gtttgtcaag 
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78181 ttggatgctt ttattgttcc catcacccac 
78241 tcactgagtt caaccaaaat ggaggtgttg 
78301 ggcaagcaga gttgagggcc gttgcaagga 
78361 gaaggaaagt aaaaacaaga gaaggctgaa 
78421 atctcaatga gttttaaaac tggaaaaatg 
78481 gaaggtttac tgacaaaagg tctagggaag 
78541 gtatgggagg tgaggaggtc caagaactgg 
78601 caaaaaggac aacaggaggt caatggtaaa 
78661 tgaacggaga atgaccagaa actccacaga 
78721 gcaggatttg tttgttcagt ttttgttttt 
78781 aggagttagc catggaacca agaagatcca 
78841 ggaaaatgag agattgatta tcatggagga 
78901 ggaaggtgaa ggaggacagg ctgagtccaa 
78961 gcctggtctc ttgatggcag ctgggggagc 
79021 aatggaggtg agactctttg ctcattggca 
79081 tattaaggtt ggtataaaag catcagatga 
79141 gaggttggca gccatagctt aagacatcgg 
79201 gagctggtag ttatacagat ttcacctgat 
79261 atagtcccta ctgtgggcca gacacttttt 
79321 ccgtcaaaac aacaccttga ggtaggcatt 
79381 aagtaccttg tccaagtcac acagatagca 
79441 tctggacacc agagtccatg cttttaatca 
79501 cttgtctatt accaaaaaag aactcttgcc 
79561 ctactctgtc actaactggc tgtgaccatg 
79621 ctttcttagt ggtcagttcc atgcagtcat 
79681 gtcttcttag cagtcccagc tcagaagtga 
79741 ctttgatgcg ggatgacttg gaaatgtatt 
79801 aaagacacgt atttttggta gaaagctagc 
79861 tgcttttaag attctgcagt gttccacact 
79921 tcctgcttga cctctaggtc tctcttatta 
79981 attgactgcc atgcatcccc tcacttttca 
80041 ccttcactaa tgccaaaacc tagggaagaa 
80101 ccatcaccgt taagcatctg tttgcactat 
80161 gtttcagtag gaattgttac aacccatttg 
80221 gtatttctgc agttagaata gcaggcacag 
80281 tggaattgtt tctcaatttt ccacataata 
80341 aatgctcatg gtatttgcag aagggagtgt 
80401 ctggtgattc atctgcaggt cagaaagaga 
80461 ttatagacaa atccaaacaa ggtactttgc 
80521 ataaacctag gcagagagaa aacttgcctc 
80581 aacattccaa ggtcaaacta aaagtctaca 
80641 tctctgactg gttttcatgt gggcagaggg 
80701 cacatagagg tgtcagctga aatatggagg 
80761 aaaaaaaaaa aaaaccagca taagctaatg 
80821 tacatgtcct caagtcctac aaattatttg 
80881 agcaagatga ctagtgaaaa gaatttaatg 
80941 ttaaagatac ttatttagca tgaaggctta 
81001 ctatatactt ccataattta aacacagata 
81061 ggccaggttt tgaccacatt ttctattgag 
81121 agcaaactac ctatgcacaa gtcaaaagtg 
81181 tcacctaagt gtcatattca gaaacatctg 
81241 tgccagtttt ctattggaag gcccttctga 
81301 tctttaatca accttggaaa caatgaaaga 
81361 aatgttccta aagtcaaaaa agtctagaag 
81421 ctgggatttt aataccaaaa agcacttatt 
81481 ccttccttct tgtattggtt atctattgct 
81541 cccgtagctg ctcaaaagaa cacacgttta 
81601 cagacacagc ttacctggat cccttggccc 
81661 ccctcagttc cttgccatgt gggcctctcc 
81721 ttatcagagc aggtaagtga ataaagccag 
81781 gtctttgtca cctaatctca gtgacattcc 
81841 gcaagtcgtt tgctccatcc cacactcaaa 
81901 aggagatggg gtcattgagg gccatttcag 
81961 acctgcccat tcctgtgtgt cccaatagtg 
82021 catgggtcct tacttttcca gatttcctta 



ctgcttggct actaacctac agaagttgga 
ccagtcaaat atataaggag aagagaaagg 
aatgattaaa ataaaagaac acttgttgaa 
gggaggtgag aaaatggcag tggcttggag 
agttaaaaga atggaaagtg tctttatgta 
a999tggttg agatgcagta gagggaaagg 
ggaggtcatc tacatggatg ttgaagtcac 
gaagactaag ccagaagctg ggcttttaga 
gcagttggaa catccagcat cttgaaagga 
atttttcagg aggaagggga agaaaaagtc 
ggagaaggtt gaggggatgt tcagagaagt 
aaagcccgag aaggtccagt aaaaggtttg 
ttaagtgttc agagatgtgt agaatggaga 
catgatggga atggtcctgc acttctcttg 
tgatggcttc taggctgttg tttctatgct 
ggggtaggaa ttacttgagc cttgataggt 
gttccttact gttcatgtgt gaagtagtgg 
tttatctact tgtttttgtc atatacttaa 
taagcatttg attaatattg acttatttaa 
attgttatcc tcattttaca caataaggtt 
gaggtagagg caagatttga actttggctg 
ctgtgactgc gtggcttggg gaagaagttc 
ttggaattca gaagacataa ctttgagtcc 
ggcacaacat ttaacatctt tcaccctcag 
tcagggaccc aggatgatgg aggccctgat 
cacacatcac ttctgctcac atagatcatc 
ccctgataag ggttgcctcc agcttggcac 
cctctctgcc tcattactca atatggctta 
tagggctgtc ctcttagctg tttgtcttat 
taaaagcagt aaaacgacca tctgaatgcc 
aatataagct atgaataaaa aaaaattagc 
attaagcatg cccaatattt taagctatat 
gtctatccat taactaatca gcaaaacatg 
atatggaatg acaagactta gaggttcaga 
ttttcctgaa atagatattt gaagggaaga 
tgtttgctta gtggaatgag gatagacctc 
ttgtctatta ccacatctcc agtgtaggca 
gccctgttag ccagtttagg aaggtcacat 
tatcctctct tttgttcaca gacagacaag 
aatcttggat taaatgcaga ggtctgcttg 
agagcaggag acttgattca aaacagctcg 
gactctctcg acactaagat gaccacagct 
attaccacta ctgtagaaga tgtcctatgc 
aaaatatata gtggtcactt attcggacat 
gtaaggcagc tttgtgattt gttttcacac 
ataagcaaac acattgcata taaaaacata 
ttccagttca caggcatggt attaccttta 
aggagataat gtggtttctt caaaatccct 
aagacatgtc ccccttttca ttcccctaga 
agtaaaatgt gtaaaaggga aaggtgtgtt 
ctttgcctgg tgtatatggc attaatttcc 
gtcttctgaa attgaacatc aggtcatgtt 
aaggagtggt ggagaggttt ctttttataa 
aaagaacatg cacaactttg gaccatgagt 
ccctgccacc ccatgttggt taaatatctt 
gtataacaaa ttaccctata cttatgctac 
ttatctcaga acttccatgg gtccggaatt 
atggtctctc acaggctaca gtaaaggtag 
9tggtgcagc tctcaggatg gcagcagaat 
aaaaagagta tgagcaagac aaaatccaca 
atcatgtttg ccatacccta tttgtcagaa 
gggaggggat tgcacaaggc tgtgtattcc 
aagctgcctg ccatactccc ctccacatgt 
atagttcccc tgcacactct agtgtagtta 
attccttcat tttatttcat ttctcatttc 
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82081 tctcctttca tgtcaattca aaataatact tagtttcatc ttctaaactg ttgctctcct 
82141 ctgctcacaa acttccaatc attccccttt ccatgactca aaacagatac tgaggaactc 
82201 catatctgga actgacccac ctttcctgct cctcaattta taggctgcat tttcagccaa 
82261 attagactct cactattcct tgtacccgcc cactccgatg ttctttgccc tctttccggt 
82321 tgcaaaaatt ctggacaggc cacaaaagct tttctgtggg ctgggcgctg tggctcacgc 
823 81 ctataatccc agcactttga gagactgagg tgggcagatc acttgaagtc aggcgttcaa 
82441 gaccagctgg ccaacatggt gaaaccccgt ctctactgaa aatacacaaa aaagaattag 
82501 tcgggcatgg tggcacacac ctgtaatccc agctactcgg gaggctgagg cagcagaatc 
82561 acttgaaccc aggaggcgga ggttgcagtg agccaagatc atgccactgc actttagcct 
82621 gggcaacaca gcgagactcc atctcaaaaa aaaaaaaaaa gcttttctgt gaactgtcga 
82681 ggtagaaatg ggcccacttc tgaaccctca cagcatggtt catccactga gtgaatattg 
82741 cattcttcct gctccctgcc tatctgtggg tacgaagcat ccctactgcc cactctgcct 
82801 gccaggacag aggaagggcc atgtgaccag caactgtagc ttactcctct gttataccca 
82861 tggcatgcag tgtagctact ' tgcatatgga aagtgcccaa gaaagtctgg aaggtcaggg 
82921 agtgtcgtgc tttccaaaat gccttcacca catttaagga ggcagagcag atacgtgttt 
82981 tttcatttta tagatgagaa acctgagacc cggaaagttt acctacttgc ctgaaatgga 
83041 caatggcaaa gccatgatta aattcccaag ttctaagacc ttgtccaatc ccccagtgcc 
83101 ctggccttat aagaagaaag taactgattt gggattctcc attcatacct tttctttttt 
83161 cttttcaatg taaaaccacc tgactgaact tggtttttaa taaagcaatt tagagtcact 
83221 tgataactcc tgcattgtaa ttaatatcct tctctctttt ttttttaaac cattccaggg 
83281 gaaagaaggg agcaagacag agatttaaaa atatatatat gtatagtgcc gggcccagtg 
83341 gctcaggcct gtaatcccag cactttggga ggctgaggcg ggtggatcac ctgagatcag 
83401 gagttagaga ccagtctggc caacatggtg aaaccccgtc tctactgaaa atacaaagcc 
83461 aggtgtggtg gcacatgctt gtaatcccag ctacttggga ggctgaggca ggagaatcac 
83521 ttgaacctgg gaggcagagg tttcagtgag ccgagatcgc accattgcac tccagcctgg 
83581 gcaaaaaaat gtgaatctcc gtctcaaaaa aaaaataaga agagatttag agacagaaag 
83641 agggcctggg tctgcaattt cttgttcttc tgtgaagtaa acttttcaac ttaccaaaaa 
83701 cacagcatca ggaaatgttg tgtctttaag tgtcagcgtg tcccttcctg acccctgatt 
83761 catgtctgcc catctgatga agttatcagt ggcttgcagc ctgtacaggt caggagggtt 
83821 ccaatgaccc aggacacctt cgccggatgc tgtggctgaa accacagcat ttctggcagc 
83881 aaagtgaggg gtgtgtgtgt gtgtgtgtgt gtgtgtgtgt gtgtgtgtgt gtaggtaggt 
83941 aggaggagca acttaaaaga gagactttag catgagggat gattatttct caaaacccac 
84001 catctaggcc tctgtaggca atattctgaa ttcaaaatga ctttcagcca agtcgtgttt 
84061 gcacctggga actgtgagaa gtattgaaag cttcataaag gagaggaaac ctgaccacga 
84121 caggaagtga cttacagccc ctgaggctca gatgtattga cataaggtag tgaagtagga 
84181 aagaattacg gttttcaaaa agaagtagga tcttggtttc tcttttatcc cagtgtgatg 
84241 tgtgtgtcct agaacaaaat cctctaacca cagtgcaaaa gtgacattca tgcaacagga 
84301 gtggtctaaa tcccttgcct ttgtgggtct gatacagagg aaagtcagaa tttcctctat 
84361 gacttgttca tcgtgtgtca gtgttgtggt ttccaagtgc tgtgcaaacc tgattttcca 
84421 agttccaggt gggctatgtg ggtgatggca gcgtccaaaa gtgcggaaga aatgagctaa 
84481 agccagcaag ttacttggag actgaggttg tggctgcccg attcatagta gtacatttct 
84541 ttgtgtgcac aaattgtcag atattcttat tctctagcat ttcttgttgc ttgattcttc 
84601 tttatgaaca tttcttgttg ctccacttga agcaacaagg gatctgatat ccagcagcag 
84661 gtgagtatac aaaaagctga gtatgaactg cattgctggt gtgtgaactg tcttggaaga 
84721 accatgtcac tggaaaattt gatattcttt tgaaaagatg atgggcctta ccagtgagat 
84781 gtctccactc cagaggaagc tattttttta atgcaacacc ttgcctgaca tactgcttca 
84841 agatcaatct caggagaatc ttgagtgtag caaaagcatt ctgcaccatt tcccagcaag 
84901 tgatttcata ataaataaga ccattgaact ttacctcttg agccaggcct cataatacta 
84961 atttctacca gtgttcttca catgtagctg gggtgaaatg tgctcagttt gttttcccct 
85021 ttcagttcac ttcttttcgt ctccttcatc caaaacccag tgttagaggg acagtttgaa 
85081 acaacctgaa gggatggcat atgatgactt ttgaggccgt tcccttgatc cccagatgtt 
85141 tccctgttct gcatgacctg ccatttgggg gtgagcgggg gaagccagtg gaataaatat 
85201 atttctatct gcaaaaccga gcactggctt tgaattaaca tgaagggaca aatggaaagc 
85261 aaggtgaaag tatatgatgt aagagagttg atcaacatga aaatactggt agaaagtgct 
85321 gtaacttctt aagcggcttg tacaggagaa aaagctgttt atctttaggt aagattggct 
85381 aaacatcgtg ggccaagttc aggccccacg tacatgtggt caggtcagga gccctgcaaa 
85441 gaacctgttg cctttatcca aatattactc attgttgggt ggaatttttt aggatgattt 
85501 ttgaaaagat aaataaaata aggacacaaa gatctggggg gaaaaagcca aatctcacgg 
85561 gaatcagggt tcctaatgat cttctgttct ccccaccact gaaaggtact gaaaacaggc 
85621 agaagggaga tcagctgcga gcctgcccat ttcacagatg gaacagggct gaggagctgg 
85681 tgcagccatt ccaggccagc atcccctgcc tcccacccct agttctgcca gcagaccact 
85741 gccgccagac atgaaacacg ggcaggccaa ctggaaccct tccgtgcccc aggtggacag 
85801 acatggcagg accacacgga gtccattctt ctccagcaaa gtagtgatgt gttccaggca 
85861 aaagcccaat cgaggatgtt ttggcccaaa ggaaacattt acaaccaaat tatacacctc 
85921 ggaaaataaa cgagctttca ttttggaagg aaaccccgcc aggctcttta ttatttacac 
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85981 cacagtcata aagttggttt taatctctgt 
86041 aggctctggt ggttcgagtg gggaccactt 
86101 aggaagtact tctcctgaac catttttctc 
86161 ttgttttgtt ttgttttgtt ttgttttgtt 
86221 ttcattacaa ctttaaagca gactcctttc 
86281 aaaaattgct ggggccttcc agaaaaaggc 
86341 aaaatccagg aggaggccca agaaagtcta 
86401 aactggatat aaaagctcac agtgaacaga 
86461 tctaccttaa caaagaaatc tggagatgga 
86521 tgccatgaaa cgaccacgtt gatagggtag 
86581 aggtttcaaa tattttatac cattatcaga 
86641 gtttggaata aagagggccc ctactagctt 
86701 gaaactcctt tgataaggct cagagtcgat 
86761 agacgtgaga atgaagtcct tgggggcata 
86821 gcgagtaatg ggcaaggctt ttgtcctcat 
86881 gcatgccagg cagcttccaa aacttgctgc 
86941 gtcctggtgc ctggaccctt ccccagactc 
87001 ctgaggcatc aggatgtaca tttgggaacc 
87061 aagattcgtg tctatcttgc tccctattgt 
87121 tctcagtaat tacatattga atgagtaaat 
87181 acaccatcaa aatgaatccc agctaattag 
87241 tttgggatga. gtgtggctta cattctaggt 
87301 cttctcccta ctgaaaacat cctgagaatt 
87361 atattcatga cctggaaatt ttataactta 
87421 gtcaggaatt tataccttag ctgttctgct 
87481 ctttaattat tcagagatca atccagtcat 
87541 tcacccagta gttgaatggt gagcacttgt 
87601 tcccgctccc tgcttccatt ccatctcacc 
87661 ggataagtca gcttttattg taaaaatgtt 
87721 ctgaaccatg ctgtttgtat ttttccaagt 
87781 gagcgtgaag agatcaaaca tgcgtcgtgg 
87841 agtccacttt gcaggggaag gcagaattct 
87901 ggcctgagat catgatctgg catgagagaa 
87961 tggtatgtgg gaggtagaga tcataagact 
88021 tatttccttt ggtcagagag caagcaagag 
88081 aagcctgctt tcaaaagtca ggatgttgaa 
88141 catgttggag aactttttgc ttaccgtgtg 
88201 cacttagaac ttggagccga actcttagta 
88261 ggtttggctc taccttaaaa gtcaatctgt 
88321 agtccaagct gaagcaagca agcaaatgac 
88381 gaggaaagca aagctctggt tgctacatga 
88441 tgaaaagagc attttcttgg gttggattct 
88501 taagacacaa gagtgtgaat ggatccctca 
88561 agcaacgagc aagtgcacaa gggagatggt 
88621 ttccttggag tagggaccat ttggctttga 
88681 ttagattgtc cttcttcacc ttcatacatg 
88741 ttaggtgttg gatggtctga gatttatcct 
88801 gcagcatcag agagcttttc agtataaagg 
88861 cacctgtaat cccagcactt tgggaggcca 
88921 caagaccagc ctgaccaaca tggtgaaacc 
88981 agctgggtgt ggtggcgtgc acctgtagtc 
89041 tcgcttgaac acgggagaca gaggttacag 
89101 cttgggcaac agagcgagac tctgtctcaa 
89161 gatgatagta acttggcctt tggggcaact 
89221 gtctctcacc ttctgtcttc ccacttctct 
89281 ttaggcccac ctggggtccc cagccccccc 
89341 ctctgagcta gaaaagttta tctcatccat 
89401 catggacctg tgtggcttaa ttagagacag 
89461 cctgttgctg ctccatttgg ggtacttgct 
89521 attggcacag ggaaaagcag gaaggaacca 
89581 tttttgatct tctcaccctg cgtgttgatc 
89641 cttcacccag ggacccagag ggtgaggagc 
89701 gcattcctga ggagtgggtg accactcaga 
89761 gagctcattc gctgttgatc tgattgtgct 
89821 cgctgtgttt cctggaaagc atctcccatt 



agtggaatgc tgctgaattg gccaactggc 
tgcctttcgg aacacacaat gggaagccaa 
agcctccatc attttttgtt gcgttttgtt 
ttgttttgtt ttgttttgtt tcctggcatg 
tgcactctct tttccttttt tctcatttgc 
ttaatgtaat gtttcctttc caaattgatg 
taatggattt ccatcgatcg cttccagggg 
agggaagagc tatcatgcat gttctctttt 
aaactgctgg tagtctgctc ccagggttca 
ccaggaggct taggatttct gggatggcct 
ttatacactg ggtactgtgt ccaattttag 
tcaaggatgt ggctgggtgc tttcagttag 
tcagcttgcg gagaatttca cacgtactga 
tggagtttta gcaaacagag caggaaaaga 
tgattgggca aaccatggca acacagttaa 
acattggaat cgcctgggga tctttttaag 
cctgtctgat ttatatggtt tgggatgtga 
cctgctgtgg attgtaagct ccatgagggt 
atttccagtc tttggaacgg agtaattggc 
ggatacatgc cctgcagctc atctgcccac 
gtgatttcag cttttaagta tgttgggtgg 
ctcctttgcc cccatctatt ttaccctctg 
attttatcat ctcttcttag gccactttta 
tgaccattga ttgctttgta ttttccataa 
ccttggattt ctgcctccct ccctataata 
ttttggcctg caaagccctg gggatttctt 
cctctccttc tgatgttgaa ggttttcact 
ccccttccac aggcattgaa ttctggcagt 
tatggagact gtcagttctt aaccttcaaa 
gatggagagt gtgaaggact aatgaaaatg 
aatctctgtt caaaacccag aatgggagaa 
9999^tggat cctctgtgag tcaggctcag 
agtgaggtgc agggagcaag gggaccagcg 
ttctctttgg agaagctaga gctagaaata 
ttgcaacaga ctctatcttc tgaccttctc 
agaagccatt cataagtttg tatagcatgc 
acttttctgt acgccactgg ggagggtgag 
actgaatacc caggactctg gttaaaaatg 
atatctgcag acttggggag taagtgagag 
attttcacag gctgaggtat aaatttgctg 
gctttccagt tgggggctgt gagatttatc 
tggcagcagt tggccctgtc tacggagcct 
ggcctctttt ctggaagatg tccctggaag 
gaatgaatgc agctcaggaa gttatgcttt 
tgatggctgc tgtgtacatg ctgggaacaa 
aatcattgct ttaatcagga aaagtaaaag 
tgctgatggg ttcatcgtgg ggaggctttt 
ggcgccatct tggctgggca cagtggctca 
aggcaggcgg atcatttgag gtctggagtt 
ccgtctctac taaaaataca aaaatacatt 
ccagatactc aggaggctga ggcaggagaa 
tgggccaaga ctgcaccact tgcactccag 
aaaaaaaaag aggagccatc ttaaaaccat 
gaaggaaact gtttttctcc actctctctt 
catttactga cagataattt ctcctctctc 
tctcagatct cacttaatct tctgccagac 
tagccaatct ggaaccaacc tgtccttccc 
acacacagcg agggagaaat cagttggagg 
acccaagcag acctggcaaa gctagcattt 
agtctcacag ttcatcctcc accttcaggg 
tcttatgtca cttgctcagt gtgcagcttc 
tctgccttcc ctcacggtgt tatcataggg 
gggtctcccc atgctggatg ggaggccttg 
tttccaagat aaaagtgcac tctttgagag 
gccaaagtac cattcagaat gatagctcct 
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89881 taccgactat cagccactgt tcctcacctt ctcttggtga gagcagaggt tctcagatgt 
89941 gagcctgcag agaatcgcca ggaggccttg ctcaaacacc tgctgctggg ccccacccca 
90001 gaagctctga ttccacaggg gataggaccc gagaatcagc attttaaaca catttccagg 
90061 cgattccaac actgctggcc tggggccccc attttgagaa cacatgaatt aaattaataa 
90121 ctcagtatca ttatcagttt ttctgtgagc tcagctagga aacaatgggc tagttcagat 
90181 atcttaaaat ttaaaaaaaa gctaaaatta aaataacaca tacacatcca tatccatata 
90241 tatatatata tgtgtgtgtg tatgtttata cacacacata aaaacacact tataaatgtg 

903 01 tatttatggg ccaggcacag tggctcatgc ctataatccc agcaccttgg gaggccgagg 
90361 tgagcggatc acttgaggtc aggagttcaa gaccagcctg gccaacatgg caaaacccca 
90421 tcatctctac taaaaaaaaa aaaaaaaaaa aatacaaaca ttaggcatgg tggtacatgc 

904 81 ctgtaatccc agctacttgg gagactgagg caggagaatc acttgagccc aggaggggga 
90541 ggttgcagtg agccaagatc acgtcactgc accccagcct gggcgacaga gcaaaactcc 
90601 atctcaaaaa taaataaata aataaataaa gcaaatgtgt atttatatct gcaaatatat 
90661 atttatattt atataaccat atacatatac tttaaatatg tgtatatata agtataaaca 
90721 gatgtatata caaatagaaa atatttgaat tcatatttga ctttgaagaa aagcaagcag 
90781 attcagaaaa tgttcagaat cagaattgaa ttcaagagag caaaatacct gccccccgca 
90841 tctcctgctg agcctcattt ctgcacctgc ttcctaaacc cctgctgctc tctgttgctt 
90901 tgccagggct gctccttggt gcacttgctg ggtgctcagt ggtgacttgg tcacaggcag 
90961 gtggcaagag ctgttggtac ctccagcaca gtctctatat tctctctctg ggcaaaggga 
91021 gaagctgggc actacccatg atatcactca gaggcagatg actgtgccat cctgtgccag 
91081 gactcggggt caccacacag gtaagggcca acacaggaac agagccaggg agaacttttc 
91141 cacctctgcc agagcttctt ctcatccttc cacatcccag aatccacaca tggttcgaga 
91201 gatgtaggag gagtcaactg tggccacact tattgggcat tgaaatcctg tttgtcattc 
91261 cttccttttc catctattca ttgtcccttc cattcattca gagagcattt agtgaggtcc 
91321 tactctgtac tgggctctag gccaagtgct gaggcacaga agtgacagaa cagacacggt 
91381 ccctgcctca tggttctgac atcctggtag gggccacaac acagaagaaa gcccataaat 
91441 agaataattt cagctaacaa atactacaaa ttaaataagc agaatgatag aggggagctt 
91501 ttaaagggtg ggaaagaaca ctggttatat aagatgatca gggaagtcct ctctctctgg 
91561 aggtgacatt taagctgaga cttgaaggat agaagagaga atgatggcaa cctggactag 
91621 gacagtggca gaggaatttg aaaaaatgga taaaatgctc tttttgttgt tagcaagtaa 
91681 taagggactt gaagatgtta acatggctaa tgtaatttac cccattgtac agttgagttt 
91741 acagttcagt cattatttgt gtgtgtgttt ttagccagaa actggacaaa aataagtaaa 
91801 tgtctaataa tttatagaaa aagaaaagaa gtatatatat ggtagagaag taatgaggag 
91861 caaggaggga ttaactctgc tgaagatcag ggaaggttta cagagaaggc agtatctaaa 
91921 taaggtttta aaggatgcat aggagttttc tatgtggata agggaaggaa agactttgca 
91981 ggtagagtag acagaaagaa gtgcgacact agggcatcta ttagcactta taagcctcta 
92041 tatgaattac aacaagtcat tccctctggg aagacaatat cacttccttc attctcaact 
92101 tcagccatta cttgccccct catcagacat ctttgcacca tgcacaaatt gtacaatgta 
92161 catggcatgg tagacctaag tgaaactaca aggggtccgc tgtgcccctg cctatcaggc 
92221 tttgaaatcc tgtttgttca ttcagcccac caaccagcca ttcattcatt cagaggatat 
92281 ttagtaaagt tcctggggtt tttttttttg gtgtgactgc agttataaag agggaaagac 
92 341 catttgtaat ttagtcatgg aaaaccgtga agatccacca ggcagtgata cccaagcagc 
92401 cagtaggaga gcatcaggct gggagttcga aaccctgtgt cctgggccct ggcttgtgcc 
92461 accttcctct tcaaagatcc tctagaggac aggcgtggtg gctcatgcct gttatcccag 
92 521 cactttggga ggctgaggtg ggcagatcac ctgaggtcag gagtttgaga ccagcctggc 
92581 caacatggtg aaaccccatt tttactaaaa acacaaaaat tagccaggcg tggtggcggg 
92 641 tgcctgtaat cccagctatt caggaggctg agacaggaga atcacttgaa tccaggaggt 
92701 ggaggttaca ctgagcctag attgcactat catactccag cctgggcaac agagtgagac 
92761 cccgtctcaa aaaaaaaaaa aaaaaaaaaa agatcctcta gattatgctt tgtaaaaatg 
92 821 gagagttgaa tcccaaaacc catcttgtgc cctgccccca ccaggcaggt ccagcatgac 
92881 tattctcagg actagttgta ttttaatagg ggatcatggg atcatggaga taaaatggct 
92941 ttaaaatcaa atgactgaaa cactgaccac gtcttccatc ctcaaggtgg acctttttgg 
93001 agaggctggc aatggtggtg ttggtccttt ctctgtattc tgagcactct ctttacactg 
93061 agattgttgg aagaggtatt cactctcccc gacagctgtt tacaccccta gtaagtatga 
93121 gccaggtgac tttggcagga ttccaaacct cagttttctc atctgtacaa tgggggtgat 
93181 gataattata tccacccagt gggaagcttt gaaagccaat cggtagaagt gatacgtaaa 
93241 agtgtttgag caaggctggc atggagagga catttgaaaa aggtggagga ggtggaggtg 
933 01 tggctgtcac tagggaagat aggagctggg cctgagggga aaaaacagtg aagagaaaat 
93361 gtaacaatgt gaaagtgagt gctagaaaag tctaatgaga gaagagaata ataaagagga 
93421 gaaaagaagt gtttttacca cacagatgct acccatttta ctggtgagaa agctcgagcc 
93481 acagggaaat aacatgctca acatgaagct cctctttttt caaacactat attttcctgt 
93541 atgtcttatt ggctggaaaa taaaataaca gtaacagaga agcttggctt ctttaagaga 
93601 gtatcggcca ggctcgatgg ctcatgcctg taatcccagc attttgggag accaaagtgg 
93661 gaggatcatc tgaggtcagg agtttgagac cagcctggcc aacatggtga aaacctgtct 
93721 ctactaaaaa tacaaaaaaa ttagccaagc gtggtggtgg atgcctgtaa tctcagctac 
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93781 tagggaggct gaggtgggag aatcacttga 
93841 tctctgcgtc ttcctcagtt ctctgcctca 
93901 atagtgtact atgtgccatt tcattcctaa 
93961 ttgtttttat catcactata tctatgggtt 
94021 gtcattacac tgcacaagta aagcagtgtt 
94081 ccttaaaaaa aaaaaaaatg aggccaggac 
94141 gttgagaatt aaatccacag tgtactgtgg 
94201 ctgttattct ggagccgagc agcatttagg 
94261 ctctcttgtt ctaaccagct ccagggtaga 
94321 caaggatttc atagcctact tactatctag 
94381 ggaagagggg cactcatgtc tacctcacat 
94441 tgcctggaac gggtggtatt atagctgcta 
94501 cattccgttt acctctctca atccatgttc 
94561 cacatgatct gcatgtatta catcaacagg 
94621 tggccaatgt taggcatggc aggaaatgaa 
94681 ctctttccct ttggttaaca gtagcctctc 
94741 tgagctctcc ctggctttac tggccctgga 
94801 ctttgtccag atatgttaaa ttgttccttt 
94861 ggtgccattc attccctgct cagactcaaa 
94921 ttgaggagaa tagtaaacat gttctctgtt 
94981 aaagaaagcc tctgagaact tgtgattctc 
95041 catggtagaa ttctcgttgg tgagaacaac 
95101 atagggaatt gtatcgggga aaaatgaagt 
95161 catggccttc tgttctcccc ataaggaccc 
95221 gctcacaagc cgtggttctc catactggtt 
952 81 ggataggggc ctcttaaaga aggtgagaga 
95341 atggcgagct gtggtatcat aattaggaat 
95401 atcccaacac tttgggaggc cgaggcgggt 
95461 gcctggccaa catggtgaaa ccccgtctct 
95521 tggtatgcgc ctgtagtccc agtcttggga 
95581 gaggcggagg ttgcagtgag ccgagatcgt 
95641 gagactctgt ctcaaaaaaa aaaaaacaaa 
95701 ttacattgaa aacttccact ccttcagaat 
95761 atacaagcat ttcttaactt cccctctgta 
95821 taaaattttc ataatattaa aaatgtgaat 
95881 actacttaac taaatgaatg aaagaaaagg 
95941 gaaacagatg tttataaagt tagtggggaa 
96001 ataagactga ttaatgtcct gtagagccat 
96061 ctagacaaaa acatttctat atctacagaa 
96121 agtctgggcc ctaatcaata ggaaataata 
96181 ttaaatactt tggggcaggc ctgtgcccca 
96241 ttgcttcatt tccaagtttt ggaaaagttg 
96301 ctcaccctag cacagtacct gatacataat 
96361 ccatgaatag agctaacagc ccagcttcct 
96421 agcccacaat tgcatcagct gccagttttc 
964 81 ataacagaac agcagtccaa acaggaacaa 
96541 tgccggtggc aggagctttc tcttcacctc 
96601 attgttttac agtgtcgggg ggtcctgtta 
96661 cacagagctg tacaggtgca tcatgaaagc 
96721 agtctttgaa aaactggcaa tgaagctatt 
96781 cgttggcagg gctttggaat tttccaacag 
96841 aggatagaga gaaaggagaa gatgttctag 
96901 tttgtgaacc actggatttt tatttaatct 
96961 tggaataaag tggagttttt tttttttttg 
97021 agtgtctctt taggattcca ttccgaggaa 
97081 gcaactctca ttctacctca ccatggtcat 
97141 cagtcagctt ttgttgtgta acaaaccaca 
97201 ttattatttc tcatgactct ctgggtcagc 
97261 gccagggctg gatggtctag gacagtctcc 
97321 gaatctggta taaattatct ctgctgcaca 
97381 ccttcttcac cgagtgttct cagcattcca 
97441 cacaagtgct tttcaagtct ctgttaactg 
97501 agaaggccag gcacagtggc tcatgcccgt 
97561 tggatcacct gaggtcagga attcaagacc 
97621 tactaaaaat ataaaaaatt agccaggtgt 



acctgggagg tgaaggttgc agggcctggt 
tctgacccac tgaatagctc tcatgtttac 
cttctcccct ctcgaatcag tgataatcca 
ttgttgacga gacctgatta accctaaaaa 
ggggtggact gttatctaga tgtgtatttt 
ttcccctacc aaaccaagtc agggagcaga 
gccagtgttc ttgagccagt cctctgagaa 
ggaggccagg gaattcaaag tggctgcaga 
aattaggaca gcaccgtaca gtgaaaggag 
gggcctctca gccttaattt ccttatctgt 
ggatgtcatg agaccagatt taatgtatag 
tttctcccaa gcatacctgt gtcccccaaa 
cacctttctc catcctattt atttcttggg 
ctcccttgct gtctagcttc tgattgggtt 
cgcccacctt acttccaacc ccacagctct 
cctgtccttg catcttcagg cctggagatg 
tactagagca tccttggtgg tttctgggca 
attaagctct ccttagttac ccacttggag 
ctgatacatc ctaatattat gaggtttata 
gaacatctcc cccttcatga ccacatccca 
ttttctcgaa cctcagttaa ctgaggttct 
actgggagga gctgtttctc taggatcaga 
gttcgaaagg agtttgggtg ccttctggtg 
tcacaggagg acaaacccaa gggaagtcct 
ccggcttgtc agtgcattag accaacatcc 
gcataacatg gtgatgttaa aaccttacag 
ctgggccggg cgcaatggct catgcctgta 
ggatcacctg aggtcaggag ttcaagacca 
actaaaaata caaaaattag ccaggcatgg 
ggctgaggca ggagaatcgc ttgaacccag 
accactgcac tccagcctgg gcgacagagt 
aacaaaagga gtctagataa ttttacttcc 
ttcccacttt ctactttgca ttttatatgg 
atctaaattt gaagacaaaa actgtccaaa 
ctcatacaaa taaagaaaaa gcacatgtca 
aagatgctaa tgacatctca gagcatttga 
aatgatgatg aagtaagtgt gtaaacataa 
aaaacagtta gcactgagtt attgtttcta 
tgaaaatcta taagttaaca tgtaactttt 
agccaagtga agatacatgc tcctacagaa 
atactaagtg ataaacttgc agtcatcctt 
tcttaacaag ccatgtgcta ttggcactgt 
aaatatcgat ggagtgtttg ttgaatgaat 
atagagaaag gttagctaag ctaagtcaag 
caagcaggaa tcacaccatt tccctagaga 
tctgtacagg caggtggcaa agggaacagg 
tggccatatg tggcctatga cagctctata 
ataaatgggc attactagtt tctagtagca 
acaaaggaga actgttaagt ctcagcttcg 
accaaaaaag cacctgtcag tgaagaaagt 
gttttaccca gctttgagct aacaggtaga 
tcattgcaga tagaatctac atttcatgca 
ccccaccctc aatttgatgt tttcagcatt 
aagttagtgt gaaataattt ctccagaaca 
gtcagagctg aatagagtga gaggctttct 
ttcacagaat aaataaccaa ggtcctatat 
ctgggttcac tagcttaaac ccgcaaggat 
^999tggctc tcatagcctg gggaggctca 
atctgagtga ctggccattg gcaggctggt 
cgtctctcac cattcaacag gctagcttgg 
aagagcaaaa aaaaataggc aatcctaagg 
ttgtcccttt ggccgcagta agaagctcaa 
aatcccagca ctttgagagg ctgagttggg 
agcctggcca acatagtaaa accccgtctc 
ggtggtggtg ggcacctgta atcccagcta 
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97681 ctctggaggc tgaggcagga gaatcgcctg aacccagaag gcagaggttg cagtgagccg 
97741 agatcgcgcc attgcccttc agcctgggca acaagaggga agagtgaaac tctgtctcaa 
97801 aaaaaaaaaa aagaaaaaag aagctcaaag agtgtggaag caactacctg aggcgtggat 
97861 ctttagagaa aagaagaatt tgtggacatt tttgccaacc agtctaccat aagtgcagag 
97921 gtgcaataac ttaccaaagc tcacaaaaca ggaagaggca atgctgggac ccagacccag 
97981 accttgaaac tcctggcccc agtcctttcc acagtaccct gaaccctttt caggattcca 
98041 aggttaacgt ccaatgacct ttgaaaccca ttttagaagt acttggagca gagagattag 
98101- caataggttt caatgagggt tcttaacttt agtgttgaga agaatccatc tccttaatta 
98161 ggataataac ttggcaaggg tccctaggcc acccctaccc cagacctcag cttctgaact 
98221 ctgccatcca tgtcctttgg cttaatttcc aggttctccc tctcaccaac agaacaccag 
98281 ccttggcctg ggccttatat cccctcattc tatgcaggga gacacagaat cactgcagga 
98341 gatgttcgcc ttctggtgtc ctgttcgaca cccgttccct ctggtcgtag gaggacttag 
98401 atacttgggc cttttaggtg cactaatgat ctggtgcctc ttcaaattgg gtcctggaaa 
98461 ccgagtccta gacagttacc actctgtttt ctttgccggt aatggagaaa gcacaacttg 
98521 gaaaatcacc aataatccac actcattaaa tatttgctca aagtttgact taaaggggtg 
98581 gctgaactct aacagggctg aagaggaggg atggaagccc cctggtggcc actggtggcc 
98641 tggcctttat agccctgagc tggttagctg cagcctggaa ggctgataga aagccttgcc 
98701 cttaactgga tgctgaggat ggctggcctc acaccacaag ggctttatca aagtggttct 
98761 ggaaagtatg atttctccat ctctctacat ttgcagggat gttttaggtg atgtgtgaag 
98821 ggtttgtttt tctttttctt tttttttttg gcctaactca ctttccactc gtgtactctg 
98881 cttcttacat gttttcttac acttgaaaga ataatttatc cttcatttca gttcattctt 
98941 tagcctaaca ggacataaaa gaaatcggtc ctggaaaagc taccactctg ttttctttgc 
99001 cagcaatgga gaaagcacaa cttgaaaaaa ttcaccaata atctgcacat tttcaagatc 
99061 aaagcagttt acagaagtat tcaagacaca ccagtgaagt gttgatctcc attttgtcag 
99121 ccggccccaa gaaccttcaa tgaggagaga tacacaggga tgggtggccc ctccacctca 
99181 aagccagctc cctacccaaa tgcaaagagt tgcccattct tcatttcttc taaagcctga 
99241 gataataaac gaggtcactg ccaagcccta aagtaaacat cgttatgata cattctgccg 
99301 ccataactag ggattcctca gctattagtc agaccgtgac agcaggctcc attcccaaac 
99361 caggactgag accctcctga attcttgagc ccatgatgta cctgtgtcac tggctctcag 
99421 ggctgtcgtc agagtgccca gcaaagactg aagcatacgt atggccgttt cccctctgcc 
99481 agcaatagtt cctaaagggg cattgcactg tcatgcttgc tataaaatac ggccattgac 
99541 atttgctctg ttcctgctgc ctgaagggga atgattgcca tcatacacag gcttcatgag 
99601 agcagcagct ggtcagcctt gtcatctgtg tcttcacagt gcagtttttc cccagtgcat 
99661 cctggctgcc tctttccaac acttctcaga ataagtccca acaagccccc caccaccccc 
99721 tgcttccact cctaggatcg tggtctccat ccatcttcct gagcactaag aacaagtgtg 
99781 ccccttctag aaagccgatt ttatggtcta aaactcactt tattcattct cctggttttc 
99841 tcatcttagg agtgcttgct cctcaatcat gttaaagata atcagtgtgc cattttcttc 
99901 ttttatctct tcaaatggca aaacttttgc tcttcccttt gaaataccac tagtggcatt 
99961 cttgaactta tttttagatg tgtggaactg ttccagacaa aatcgatgct cggcacagat 
100021 aaagccccga gtgtgtttat tgtgggtaga agaaaatgga gtgtttgaat gtggaaggcg 
100081 cacagccatg tgcctgggtg cagtatggct tcctttcatc tggaaaaagg aaacaagcat 
100141 tgtcgataat aatatgcaga tgtccagccc caaatgagga tatattgcta attaactata 
100201 ttgttagttt gttttaagga gagaggctgt agtgacatta attataatct ctgttgtttg 
100261 ttgttcaaag tctatgagac caaatgcatt gctaataata tcttctttaa tatcttcagt 
100321 agaagattcc tagggttttt ttgtttttct ttagaatccc acataaaagc cacattaggg 
1003 81 gtaatgaggc ctgtagcctg agcctaatta aaataaaatc taactaggcc ctcgttaccc 
100441 aatgataact ttagccatca ttatcatcaa ctagtactta tttgttgccc cctgagcttg 
100501 tgaaactggg ggaaggagga gggagtttgg agactgaaga cagggcctgt tctttgcctt 
100561 tcagaaattt gccagccagt ctgccttcaa gaagtctgcc tgattgtgtt aatctgggga 
100621 atagttacca gtttttgcct taaagagaaa aagtactaaa ctttcctaga cagccacaat 
100681 ttgttactga tttgtgcctc ttctggaggt tctgaaagtg gtgaaatcaa ccctgttctt 
100741 cagattccag tccttggttg gtgtttgcag aatagggcag gtggctattt gcagactggg 
100801 acaatgatgc ttagcacatt ttttccaaaa gaggatgcat cactcatttc catagcttta 
100861 tcttcctcct attgtagtgc tcatcctaat ttgccctgtg gcttggttgt ccaaaaaacc 
100921 tcactccctc tcttttgtat tcatctgcct gtgtcaaatg accagctggg ggactctggc 
100981 cattctgacc actctgaccc tagatgtggc tatggccatc caccttggtc acaaacacag 
101041 ccacgatgag caacgccagc tatgcagtgg ctggaggcag tgattggaca ttcttggtgt 
101101 tggaccagga tgtactcagt ataaaggaca caagtgatta aaacgtgtgg atttgtcatc 
101161 tgagaaaaac tgcacccagc ctaaagatga gaggttttct cttcttgatt catctcagca 
101221 gagctttccc aagggcatcc agggccagct gatgagaatg aggaaggagg gatgagatcc 
101281 cagcaccatg tagcttcagc aaacctccaa gtgccccaga ggatgctacc agagaagtgg 
101341 tagcctagtg gacaagtcac agcgcagtgt gatagaaggc tgtcagacca aaggctggtg 
101401 ggctaagact gtgcgttggg cccgatgtgt ataatattta actctgttat ttcatatgaa 
101461 aacagcaggt gtctctgatc gttactctca ccacatttca gctctgaaac cctttggatc 
101521 tataaaccac agctctgtca gacctgagag actccttcac caagattgca aagctcctga 



44 of 46 



1 1/7/03 2:04 PM 



NCBI Sequence Viewer 



wysiwyg://3l/http:/Avw\v,ncbi.nlranih.gov,,J263998&dopt=GenBank&te^ 



101581 acccctcccc agctccctgt tctcttaacc tgatgcatct gctgtacgtt tacaagcctt 
101641 ttttatttca gttcaaacat tgcttcctct gaaaaccttt ctttcttttt aataccaatt 
101701 tgcaaaggaa ggagttttat aatacctacc tcaaatggta acagtaggtt ttctggattt 
101761 ctctccttca tgagtatcct tatggatttt gatagattca gtgtacatca gtcaagtaca 
101821 atctttttgt ccaaattctc tgatctgtga gcaatggggg cctgtcaagc tgactcctgt 
101881 gttctttcaa gagtaccctg ttaatcatcg aaagcttcct tgcttcttgt tgcaggaaag 
101941 tatcccaaat tcatctgtgc cttccccgcc caagctctgc actcaatcca tttgtccaag 
102001 gaatgctggt tccttttggt gaggaaaaac ctcttgcaat tgtgatagta tttggttggt 
102061 gcaaaagtaa tggcggtttt tgccattact ttcaatggca aaacctttat aattttctgg 
102121 gtcatcacaa ctcagaaatt aaaatcccaa gagggcacat tgctactggt actgcagcat 
102181 tgtcaatgtt aacattaaga ttaatgataa cagtaaaaga catatggagg tcaccattcc 
102241 aggaccagcg tgatagctcc ataatactat cagggaccta agcccaccat ctgtccagtc 
102301 agccacgctt agactacagc ctccatcctc aggcctgcca gccgcctcat ttcacgtcaa 
102361 gccttgtttc ctcatttcag gcaggacaaa gtggaagaga gaaaggcaaa tggcaaaacc 
102421 gaatctgaaa actcctttgc agcagttctg tccagaacct tccacttact cctcatgggg 
102481 cagaattgtg tcatatggtc gcactcagat gaagtggatg ctgggaaatg tagtttttgc 
102541 caggtccaca gccacctgaa acaaacacca agtaagaaaa agaggggact agacattggg 
102601 caggcaattg caatgtctgc cacagtactg ccatgtaagg caaaatgcta ggctgtaaga 
102661 agaggatatt tttattacta ttcctgtttt tgataagttc taaaataata gaaggagagg 
102721 agcaccaagc agtagctaaa taatttgacc aatgaagatc acctgcctca gcaatggaag 
102781 agttcatgtg cataagccgt ttaatagctg catttcttct gttttccttc tcagtggtag 
102 841 tcacagctct gaaattatag tcacaagagg aaacattgct gctggtgctg cagcattgtc 
102901 aatgttaact catagatagt taactcaatg ttaactcatt gtcgatgtta actcatagat 

102 961 tgatgttcaa ctcaaagaca cattgtgggt aaagcaatat tttcccaaac tgagcaggcc 

103 021 cccttgtgtc actttaactg gggcagaatg aattcaatgg cattttggaa agaatggtca 
103081 tgatgctttc cttaaattcc cagactttcc taaggtatca ttttcagaga agaatgtttg 
103141 cttgcctgaa taaaacacaa aatattttac ttttaacctt gagatccacc cctcttgaaa 
103201 atctttactc tgctggaata attcacgtgg aatactcagt gagtgaactt ggtaatagct 
103261 ggactgatgt cctcaaccag gacctccaag gggggctctg caaggaggat gtgcagtaag 
103321 tccctttgag aagagataaa gaaaggtttt cttctgcatt actaggatat tctgtctgtt 
103381 gtctcctacc ctagatttaa agtctagatg actaaaataa tggctactct caaatcttgt 
103441 tattgattga ataaaacagg gtttcattct atatgagcca tccttagcca cacttcccct 
103501 atcctaggat ttccaatttc ttaacagctt gggggcatgc cattgcaagg aggcaaggtg 
103561 tccagttaaa tatgttttga aagaggtgca agagtaactc agatgttcag agattgtgat 
103621 tagcatttct ttattacttc ccatcttcca aatactttac aaacaccaag cctgtgtctg 
103681 gggggcaggg cggttcggag agatggagaa atgccacagt tgtgtgcata actgaagcca 
103741 aaacatactt cagccccagt tgtctgacta ttcccggcag aggtacttgt ggcctgaact 
103801 gcccagccag tgaccctaac gcgacacttc cctttccatg tgtagacaca acccaaccca 

103 861 agtatcttga ctaatcctgc ggggagggta cagggctctt cttattatct aatctgcttt 
103921 acatgcaaag tcctcgagtc ctagagagtt taaggggttt gcttggtctg gggctaagcc 
103981 agaagcactc tgtggtggtg aatttcctac caggaaaaat tcaagagtca catcaatcaa 
104041 tcaatcagac ttagtccctg ttttttcaga catctaggca aaatgttaaa gagtagcaaa 
104101 aacacatttt ctacttcttc taaaatgtaa gtgttcatag taggaagagt actccattca 
104161 caggggaaag gaaagagagc ctcattttta acctaattaa acagtatacc tccattgtgg 
104221 ctatgaagtt agggcttgat ttacaagaag tactaaagca attgggaagc aaattctggg 
104281 ccccttccaa gatttgtaat cctaaatcct gcacaagaaa ttctccatga caatctaact 
104341 gtcctcccta atgttgttgg agaagtttta gggttggaga ttaagggaaa aaagcaaggg 
104401 aacaaatgca ttcagctatc tcccctttgg gatgtcatcg agaaatctta tgttgagaaa 
104461 agatagcatg ctctctctcc tctcctgtct tctcttctct tctcttctct tctcttctct 
104521 tctcttccct tcccttctct cctctcctct cctcttctct tcacttcgct tctcttctct 
104581 cttgctcctt ctctttctct cttctattct ttctcttctc ttcactcctc ttctcttctc 
104641 tctcgctcct tctctttctt tcttctcttc cttctcttct cttttctctt ctcttctctt 
104701 tctccttctc cttcttcttc ctctctctct ctctctctct ctctctctct ctctctctct 
104761 ctctctctct ctctctccat gctaggttca aacaataata catttggcct ctgttgcatt 
104821 gagtaatgtc tcaaaatgtc agggcaactc cctctaccag gatgtgccag gagacgaaaa 
104881 ccatggcaga gaggtggctg gaaaggtgaa caaagacact gcccccggcc acatcttctg 

104 941 agctgtggaa aggcgagcaa aaacatgctg cagagcagcc agctttcccc ggtcactgca 
105001 tgttttaaag aggtgacaga cgaggtctct atctccaccc tccccttggc ttcttcgaac 
105061 attcagaggc ggtctctgaa ccagtgagtt tgttcctgag ccccattcct atttaaacag 
105121 atttataaaa atccattcgc agctgggctt ggtggaacgt gcctgtaatc tcagctactt 
105181 gggaggctga ggtgggagga ttacttgagc ccaggagtct gaggttgtag tgagctcagt 
105241 tgtgccactg cactccagcc tgggcaacag agcaagaccc tgtctctaaa aaatgacaca . 
1053 01 taaataaaag taaaaataat aatcccttcc ctaaggttag ctctccaaga agatatgtat 
105361 ctgctagtgt gtttcagcct cagtgctctt gaccttgggc gctcagagtc atgagtgttt 
105421 ttataccaga tgtaaccctt tggctgggtc agaggcactg tggtgggggg caaagagggc 
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105481 gtgtggagac agtgtgctga aatatacact cccaaacccc aaaacatgcc caagaaaaac 
105541 aagaacatta accactgacc caaagcctgg tgaaattcta tctccttgtc tctctccacc 
105601 agtaaacatg aaaatgctat ccctgaaggc tggagtaaat cttctgtgag aggagagagg 
105661 gagaaaaaga aaggctggtt tggaaaagga gtccagcaac ttctcaatca ctagagaaat 
105721 ttccccatag tgataaagaa atggtgacat ttttcacagc tgggaaaaac agtgggcttg 
105781 cacttttcag tataaaacca ttagatttca gaatgccttt tcgtgacttt ttctttggct 
105841 attcctgtct cttcatcctc atcacctatg gttcttccct ccttctctct acaacagctt 
105901 cgctggccat . tctgtttctc aaaccagcca agctcattcc catcctggac ttgagtgctt 
105961 cctttgctgt tccttttgct aaaatgtcct tcccccagat tatggcaggg tgccaccttc 
106021 tcttgttaag atcttgcctc aagtgtcacc ttctctgagg ggttctccct gaccacctat 
106081 ctaaggtttt ccccagccac tctccatcat cttctttctt ttcttcttgg cagtcaccgt 
106141 tctttgatct gatcttattt atttatctat ggatttattg tttatttccc tcaccttgtt 
106201 gtacatttca aaataatagg tctcatgtct atcctgttta ttgctgtatc tcctgtgcct 
106261 agaatggttg gcatttgatg attggatgga tgggtgtgtg ggtggaagga tggatggatg 
106321 gatggatgga tggatggata gatggatatg tgaatggagt atggatgggt tgatagacaa 
1063 81 atggacagac aaatggatga atgtatgtaa tgaataatat ggcccaagaa ctatatccag 
106441 cttggtcaga tcttttgctc catagcctac acaaaagaaa ccaactctgg acactagagc 
106501 tataactaaa gccaaggtgg ttaatcagtt gaagctgtga gaagagaaac ataatttggt 
106561 tccagctcta aatgaacacc tgttcttcct caaaatagtg ttttcatttt taaagtactt 
106621 tgaagcttaa taaatagccc ataactcatt aacactcaga aaattcccaa gtagcaggct 
106681 agaagttttc tgatgatctg gcttttaaga catgaagaaa ctaaaccatg ggtttgcaaa 
106741 acaagtttgg aatgccctac tggcttaatt tcagccactg gaattgtcct tgctcctgaa 
106801 tataatggac tgttaagggt gacatttttt aatcatgtgt ctccttaaca ggtgtttgct 
106861 tgtttgtttg ttttagaata acctcaacgt gggaagtgac accacatcag aaaccagctt 
106921 ttctctctcc aaagaagcac caagggagca tctggaccac caggctgcac accaaccctt 
106981 ccccagaccg cgattccgac aagagacggg gcacccttca ttgcaaagag atttccccag 
107041 atcctttctc cttgatc 
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